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U] NKVIL GRILGRDPEVRYMPNG AVENIRSVATSETWND WG R|YE TEWHRIW YRKLAE AGQYL KG{ERVY

GILG{DPEVRYMPNG AV{ENIJSVATSETWIYD |WHG R|YE TEWHRIp YRKLAE AGQYL KG{aVY

GNLG DP RiMPNG AVAR{ SVATSE WRDKNITGER EﬂTEWHRIVF R iAEVAGQYLRKGSKVY
T V

RIGVNKV T

GNLG DPE RPJMPNG AVANISVATSE WEDKINTGER EMTEWHRIVIJYR [MAEVAGQYLRKGSQVY
GNLG DPEVR NGA ANI ATSETWRIDKIY GE[f] E TEWHR V [CKWAE AG YL KGSQVY
GNLG DPEVRYMPGAVANI ATSETWRIDKI\TGE[M E TEWHR YEKLAEVAG YLRKGSQVY
GNLG DPEVRYMPNGAVANI ATSE WRIDKIATGEN| ENTEWHR V [@KLAEVAN] YLRKGSQVY
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DA.PSHP AAPRR I3 VPIYA AJZV 174
DA. PSHP AAPRR IZVPEVA ARV 174
NIFNGGNATR QPAQKPAAQAEPPM 180
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