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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 54972 Pcarn RS06125 WP 261835498.1 MASRGVNKVILLGNLGNDPELRHFANGNAVANFTVATSEAWQDKASGQQREKTEWHRVSVMGRLAEVAGNYLKKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG.............APYEEGYGQSQEAYQRPAQQSRQP 139
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGG.............APYDEGYGQSQEAYQRPAQQSRQP 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDF..GGNQGSGWNQAPA.QTNYNQGGYSDNYAQN.NNFN 150
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDF..GGNQGGWGNSAPAPQQSYNQGNSGYGYDQT.ASRP 151
NTDB id 54972 Pcarn RS06125 WP 261835498.1 EGQLQTRKWQDKSGQERITTEIVVQGFNGTMQLLGGRGDGAQ..LGGSQSG.....GTYQGG...GQQQ....SG.GNQF 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNV.....PAQQGSWGQPQQP....AK.QHQP 150
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAPAGGNIGG.....GQPQGGWGQPQQP....QG.GNQF 148
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NTDB id 1103 NMB RS07590 WP 002212976.1 ASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 APDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGNATRPQP.....AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 A...QQAAK.....QAAKPAQAEPPMDNFDDDIPF 178
NTDB id 54972 Pcarn RS06125 WP 261835498.1 GGN.QN........QQGGSQPYQPSP.DDYDDIPF 170
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQ..QSAPQ......QYSQPQYNEPPMDFDDDIPF 177
NTDB id 1447 BW25113 RS21080 WP 000168305.1 SGGAQSRPQ.....QSAPAAPSNEPPMDFDDDIPF 178
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