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NTDB id 54971 CRI9333 RS22780 WP 015205516.1 MFNRLKSFIPRRGQGIGIELAPERINIAQVRKQGQGFKLTMLSSVEIPEGLIQEGKITDSPGLAELIQSTLAESKIKVDR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus !! ! ! *!* !*!*!* !!!*!*!!* !!! *!! * !!!!* !!!! !!!*!!!*!! ! ! !
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NTDB id 54971 CRI9333 RS22780 WP 015205516.1 VATAVPMREAVIRIIPVPAELNDKELREMVLDHEAGLYLPYPREEVDVDYQKLDLIVDEDGIEKVQVLLVATKKEITDSY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!!!!!!!!*!!**!!!!!! * !!!*!!! !!!*!!!!!!!!!!!*!!!!! ! !!!!!!!!!!!!!!!**!*!!!!

logo LDETFQQAGLQVDVLE INSFAL IRTIREQLRQFGSQREAAVLVDI EFDSTE IA I IVDNGVPQFNSRTVP IGTYQLMQNALSRAMN
NTDB id 54971 CRI9333 RS22780 WP 015205516.1 LETFQQAGLQVDVLEINSFALIRTIREQLRQFGSQEAAVLVDIEFDSTEIAIIVNGVPQFNRTVPIGTYQLQNALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!*!!!!!!!!!

logo LPPTSRNPTDE I
LLQGMTIPTVNTQSPFVDSTMVRSTGQAGTAGI

VNPGMANALLMRVLMGELTDELRRS IDNFYLNQSEENLELVAVQLLLAGPGAGGLMGIQL
NTDB id 54971 CRI9333 RS22780 WP 015205516.1 LPTSRNTDLLQGMTIPTNSPVDSVRTGATGINPGMAALLRVLGELTDELRRSIDFYLNQSENLEVAQLLLAGPGAGMGQL 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQ.FDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQL 319
consensus !!*!!!***!!!!!!! * !** ! *!**!!!! !!*!!*!!!!!!!!!!! !!!!!!! !!* !!!!!!!!*!* !!

logo DEFYFTQRLS IVPTTVKQIDPFVAEALAGI
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NTDB id 54971 CRI9333 RS22780 WP 015205516.1 DEFFTQRLSVPTTQIDPVAALGLQVDQEIPALQRPGLGTVLGLGLREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 DEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !!*!!!!!!*!! !!! !!** !! * * !! !*!!!!!!*!!

X non conserved

X similar

X ≥ 50% conserved


