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NTDB id 54970 CRI9333 RS19420 WP 015204872.1 MAKPKTSYFCNACGAESSQWFGKCPSCGTYNSLDEQVTTAPGNSTSRNGWQSQPRGNSKSPKSPQPRASIKFADITERDQ 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANR.RAAFS....HSV.....QTVQKPSPITSIETSEE 70
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLT....GE........KTKPMKLAEVTSINV 67
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLT....GE........KTKPMKLAEVTSINV 67
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLT....GE........KTKPMKLAEVTSINV 67
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLT....GE........KTKPMKLAEVTSINV 67
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLT....GE........KTKPMKLAEVTSINV 67
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA.RVSLT....GE........KTKPMKLAEVTSINV 67
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NTDB id 54970 CRI9333 RS19420 WP 015204872.1 PRWASGYGELDRVLGGGIVPGSLVLIGGDPGIGKSTLLLQVANSLSHN.FRILYVSGEESGQQIKLRASRLGVGNATEED 159
NTDB id 125 BSU 00870 NP 387968.1 PRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGI....... 143
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD....... 139
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD....... 139
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD....... 139
NTDB id 238 SPD RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD....... 139
NTDB id 204 SPR RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD....... 139
NTDB id 169 SP RS00155 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD....... 139
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NTDB id 54970 CRI9333 RS19420 WP 015204872.1 VTDNAVSSSVHNASEDGHVTIEADISLVTSSEVVIKPATNDPNLYALAETDLEEILKELESLKPHVAVIDSIQTVYFSSL 239
NTDB id 125 BSU 00870 NP 387968.1 .......................................NNPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDI 184
NTDB id 509 SM12261 RS00130 WP 078228442.1 .......................................IDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEI 180
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .......................................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEI 180
NTDB id 279 KZH43 RS00140 WP 074017595.1 .......................................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEI 180
NTDB id 238 SPD RS00140 WP 074017595.1 .......................................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEI 180
NTDB id 204 SPR RS00140 WP 074017595.1 .......................................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEI 180
NTDB id 169 SP RS00155 WP 074017595.1 .......................................IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEI 180
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NTDB id 54970 CRI9333 RS19420 WP 015204872.1 TSAPGSVSQVRECTSALMQVAKREDITLLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRSVKNRFGATHEI 319
NTDB id 125 BSU 00870 NP 387968.1 TSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEM 264
NTDB id 509 SM12261 RS00130 WP 078228442.1 SGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEI 260
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEI 260
NTDB id 279 KZH43 RS00140 WP 074017595.1 SGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEI 260
NTDB id 238 SPD RS00140 WP 074017595.1 SGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEI 260
NTDB id 204 SPR RS00140 WP 074017595.1 SGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEI 260
NTDB id 169 SP RS00155 WP 074017595.1 SGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEI 260
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NTDB id 54970 CRI9333 RS19420 WP 015204872.1 GVFEMVDRGLREVSNPSELFLGNRDDMAPGTSIVVACEGTRPIVVELQALVSPTSYSSPRRSTTGVDYNRLLQILAVLEK 399
NTDB id 125 BSU 00870 NP 387968.1 GIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEK 344
NTDB id 509 SM12261 RS00130 WP 078228442.1 GIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEK 340
NTDB id 537 SMSK321 RS07120 WP 080550752.1 GIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEK 340
NTDB id 279 KZH43 RS00140 WP 074017595.1 GIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEK 340
NTDB id 238 SPD RS00140 WP 074017595.1 GIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEK 340
NTDB id 204 SPR RS00140 WP 074017595.1 GIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEK 340
NTDB id 169 SP RS00155 WP 074017595.1 GIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEK 340
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NTDB id 54970 CRI9333 RS19420 WP 015204872.1 RVGIPLSKLDVYVASAGGLNVEEPAMDLGIAIAVVASFRDRVVDAGTVLIGEVGLGGQVRGVSQMELRLKEAAKLGFKRA 479
NTDB id 125 BSU 00870 NP 387968.1 RVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRM 424
NTDB id 509 SM12261 RS00130 WP 078228442.1 RAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKI 420
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKI 420
NTDB id 279 KZH43 RS00140 WP 074017595.1 RAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKI 420
NTDB id 238 SPD RS00140 WP 074017595.1 RAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKI 420
NTDB id 204 SPR RS00140 WP 074017595.1 RAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKI 420
NTDB id 169 SP RS00155 WP 074017595.1 RAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKI 420
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NTDB id 54970 CRI9333 RS19420 WP 015204872.1 IIPKGQNFP...DVGLEVIQVAKVIDAIVAAIPIQNNIDDEEYDSDEE 524
NTDB id 125 BSU 00870 NP 387968.1 IIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG.............. 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 YVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 YVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 YVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 238 SPD RS00140 WP 074017595.1 YVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 204 SPR RS00140 WP 074017595.1 YVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............... 453
NTDB id 169 SP RS00155 WP 074017595.1 YVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA............... 453
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