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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 54959 OCU48 RS06885 WP 141345273.1 MASRGVNKVIIVGNLGTDPELRHFSNGNAVANFTVATSETWQDKATGQQREKTEWHRISVMGKLAEIAGNHLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
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GNQQSAPQEPQQAYPAQQTRNSPAYNQGGNSYGSDYGNYADQGKQ
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAP........YDEGYGQSQEAYQRPA.........QQ 135
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAP........YEEGYGQSQEAYQRPA.........QQ 135
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFGG........NQGGWGNSAPAPQQSYNQGNSGYGYDQ 146
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGG........NQGSGWNQAPA.QTNYNQGGYSDNYAQ 145
NTDB id 54959 OCU48 RS06885 WP 141345273.1 EGQLQTRKWQDKSGQERYTTEVVVQGFNGTMQMLGGRQQGEQSNSVNQFD.............................. 130
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQ.PQQPA.............K 146
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAPAGGNIGGGQPQGGWGQ.PQQPQ.............G 144
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NTDB id 1131 NGFG RS05740 WP 003695064.1 SRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 SRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1471 ASU2 RS04565 WP 014991634.1 TASRPA.......QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNNFNGG....NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 54959 OCU48 RS06885 WP 141345273.1 .....RG....NTTT.NPSTSNSGFT.PSPD.DYDDIPF 157
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQ......QSAPQ.QYSQPQYNEPPMD.FDDDIPF 177
NTDB id 1447 BW25113 RS21080 WP 000168305.1 GNQFSGG....AQSRPQQSAPAAPSNEPPMD.FDDDIPF 178
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