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NTDB id 54949 CAL6303 RS22705 WP 015200174.1 MAKSRTIYVCSQCGHESPQWYGKCPSCGTYNSLEEELTMQVSGDSPSRGVGAWHSQQGQGKAAKKPPQPRYSLKFDQITD 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFS...HSVQ....T.V.....QKPSPITSIET 67
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT...GE........K.....TKPMKLAEVTS 64
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT...GE........K.....TKPMKLAEVTS 64
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT...GE........K.....TKPMKLAEVTS 64
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT...GE........K.....TKPMKLAEVTS 64
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT...GE........K.....TKPMKLAEVTS 64
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLT...GE........K.....TKPMKLAEVTS 64
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NTDB id 54949 CAL6303 RS22705 WP 015200174.1 RQVTRWESGYGELDRVLGGGVVPGSMVLIGGDPGIGKSTLLLQVSNELSQR.YRVLYVSGEESAQQVKLRASRLGVAKLQ 159
NTDB id 125 BSU 00870 NP 387968.1 SEEPRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN... 144
NTDB id 509 SM12261 RS00130 WP 078228442.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 279 KZH43 RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 238 SPD RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 204 SPR RS00140 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 169 SP RS00155 WP 074017595.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
NTDB id 537 SMSK321 RS07120 WP 080550752.1 INVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI... 140
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NTDB id 54949 CAL6303 RS22705 WP 015200174.1 NEVSGQEKEVHQNGNGKSAIVEVIEVKEDVKNNTSKVEVLEGVGADLYILPETDLEEILREIDSLRPNVTVIDSIQTVFF 239
NTDB id 125 BSU 00870 NP 387968.1 ...........................................NPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQ 181
NTDB id 509 SM12261 RS00130 WP 078228442.1 ...........................................DSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMS 177
NTDB id 279 KZH43 RS00140 WP 074017595.1 ...........................................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMS 177
NTDB id 238 SPD RS00140 WP 074017595.1 ...........................................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMS 177
NTDB id 204 SPR RS00140 WP 074017595.1 ...........................................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMS 177
NTDB id 169 SP RS00155 WP 074017595.1 ...........................................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMS 177
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ...........................................DSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMS 177
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NTDB id 54949 CAL6303 RS22705 WP 015200174.1 PSLTSAPGSVGQVRECTAALMKVAKHEDITMLIVGHVTKEGAIAGPKVLEHLVDTVLYFEGDRFASHRLLRTVKNRFGAT 319
NTDB id 125 BSU 00870 NP 387968.1 SDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGST 261
NTDB id 509 SM12261 RS00130 WP 078228442.1 PEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGST 257
NTDB id 279 KZH43 RS00140 WP 074017595.1 PEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGST 257
NTDB id 238 SPD RS00140 WP 074017595.1 PEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGST 257
NTDB id 204 SPR RS00140 WP 074017595.1 PEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGST 257
NTDB id 169 SP RS00155 WP 074017595.1 PEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGST 257
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGST 257
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NTDB id 54949 CAL6303 RS22705 WP 015200174.1 HEIGIFEMVSHGLREVPNPSELFLGNRDDPSPGSAITVACEGTRPIVVELQALVSPTSYPSPRRASTGVDYSRLVQILAV 399
NTDB id 125 BSU 00870 NP 387968.1 NEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAV 341
NTDB id 509 SM12261 RS00130 WP 078228442.1 NEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAV 337
NTDB id 279 KZH43 RS00140 WP 074017595.1 NEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAV 337
NTDB id 238 SPD RS00140 WP 074017595.1 NEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAV 337
NTDB id 204 SPR RS00140 WP 074017595.1 NEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAV 337
NTDB id 169 SP RS00155 WP 074017595.1 NEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAV 337
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAV 337
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NTDB id 54949 CAL6303 RS22705 WP 015200174.1 LEKRVGIPMSKLDSYVASVGGLNVEEPAVDLGVAIAIVASFRDRIVDPSTVLIGEVGLGGQVRSVSQMELRLKEAAKLGF 479
NTDB id 125 BSU 00870 NP 387968.1 LEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGF 421
NTDB id 509 SM12261 RS00130 WP 078228442.1 LEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 279 KZH43 RS00140 WP 074017595.1 LEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 238 SPD RS00140 WP 074017595.1 LEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 204 SPR RS00140 WP 074017595.1 LEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 169 SP RS00155 WP 074017595.1 LEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGF 417
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NTDB id 54949 CAL6303 RS22705 WP 015200174.1 KRAIVPKGTSFP...EIGIEILPVAKVIDAIIAAIPQHSLEDSDLEPDDE 526
NTDB id 125 BSU 00870 NP 387968.1 KRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG............. 458
NTDB id 509 SM12261 RS00130 WP 078228442.1 TKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 279 KZH43 RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 169 SP RS00155 WP 074017595.1 TKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.............. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.............. 453
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