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NTDB id 54935 STA7437 RS18100 WP 015194839.1 MLNNLTSIFAKKSLGIGLEINPQQINIAQITKHKQRYKLLKNISTEMPEGIFEDGVIVDSLSLSEVIKETFKQHKINTKQ 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! !!*!**!! !*!!!! ! *!*!!*! * ! !!! ! * *!!!!!!*! !!!!* ! !*! ! * !!!!!
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VPAELDENQELKRDEMVLNVHEAAGLMYLPYPREEVDLDYQKLGLYFEMDEDGI EKVNQVLLVATRKREVTDLSY
NTDB id 54935 STA7437 RS18100 WP 015194839.1 IATAVPMREAIIRIIPIPAELDEQELKEMVLVHEAGMYLPYPREEVDLDYQKLGYFMDEDGIEKVNVLLVATRKEVTDLY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus *!!!!!!!!!!!!**!*!!!!!!*!!**!!! !!!**!!!!!!!!!!!!!!!!! ! !!!!!!!!*!!!!!!!*!!!! !
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NTDB id 54935 STA7437 RS18100 WP 015194839.1 LDIFQQADLQIDILEINSFALIRTIREQLRQFGSKEAVVLVDIEFDSTEIAIIVEGIPQFSRTVPLGMYQMRTALSQAMG 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus !! !!!! !!*!*!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!*!*!!!!!!!!*! !!! !!! !!
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NTDB id 54935 STA7437 RS18100 WP 015194839.1 LPVTRDMDVLQDMSLITTPMDTGGDTGMLQMNPGMAALLKVLGELIDEIGRSINFYLNQSEELEVAQILLAGPGAGIGEI 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQG.TAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQL 319
consensus !!**! ***!! !*** !* !! !* *!!!! !!**!*!!! !!* !!!!!!!!!!!!!!* !*!!!!!!*!* *
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NTDB id 54935 STA7437 RS18100 WP 015194839.1 DEFFTQRLNLPTMQIDPIAALALEVNQEIPLIKRPGLGVVLGLGMREA 368
NTDB id 1411 SGL RS10685 WP 010872897.1 DEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !!*!!!!! *!!* !!! !!!** ! * ! !! !* !!!!!*!!!
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