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NTDB id 54924 OCU28 RS08950 WP 261815864.1 LEKETGRRPITNVVMMGMGEPLLNMKNLIPSLNLMLDDLGFGLSKRRVTVSTSGVVSGLDQMTGNIDVALAISLHAPTDELRRQI 234
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NTDB id 54924 OCU28 RS08950 WP 261815864.1 MPINDRWNIEEFLSSVRRYIASSNANRGRVTVEYILLDHVNDDMEHARQLAELLKDTPAKINLIPFNPYPGSPYKKPSNSRIDRF 319
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLIPWNPFPEAPYGKSSNSRVDRF 339
NTDB id 1392 A4U84 RS02730 WP 010786053.1 IPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLIPWNPFPEAPYAKSSNTRIDRF 332
consensus *!*!***!!*****!! *!***!!!!*!*!!*!!**!*!!!!**!!!*!!!**!!*!! !!!!!!*!!*!**!!*!*!!*!*!!!

logo

M
QKTLMQEYEGYFTVI

T
L
VRKTRGDDIDAACGQLVAGDVIDRTKRTFMQKEAKRTKEFEGEKTSGQGDIPAVKQTNHLQ

NTDB id 54924 OCU28 RS08950 WP 261815864.1 MKTLMQYEYTVTLRKTRGDDIDAACGQLVGDVIDRTKRTQKARTEETSQGDIPVKTL 376
NTDB id 1457 ASU2 RS00455 WP 014990913.1 QKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKG...IAVQNH 393
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