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NTDB id 54919 STA7437 RS00755 WP 015191448.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
consensus

logo

LRADALRLLAVPVDETEQGVTVL
MTYSDPRKRPDIDAL IGRPVQLM

S
L
S
T
S
R
S
P
K
K
R
D
S
T

I
R
E
A
I
R
V

L
A
I
L
E
R
Q
N
F
Y
YPQR

F
G
S
R
P
L
FGENQKL IVAQEGVGFHTLVDNSAGREDQML

NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 54919 STA7437 RS00755 WP 015191448.1 ......................MTY..................SSSSKRTRAIALRNY...FSPFGNKLIQVGFVNGDQM 37
NTDB id 1410 SGL RS13950 WP 010873519.1 ......................MTS..................SSSSKKSRAVALRNY...FSPFGNKLVAGGHVDAEQL 37
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NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTL..VQSGKLSPEMLAR.......SLAAQLGYE 391
NTDB id 54919 STA7437 RS00755 WP 015191448.1 QQALS...............................QSRTSGQSLIDVLESLTGQQLPPDLVRQYKKHHLFELKVLYGVE 86
NTDB id 1410 SGL RS13950 WP 010873519.1 RQALV...............................QVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVD 86
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NTDB id 1306 DR RS10060 WP 027479822.1 FLDPIQNPPD.....PKVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLI...TGKEILPAVMAEK 460
NTDB id 54919 STA7437 RS00755 WP 015191448.1 CLDPEISPINNNQMSHLIDTLIPIDICRRYQLIPLQREDKQPPVLLVAMVDPENLEAQDDLNRILRPKGIELQRMVITPT 166
NTDB id 1410 SGL RS13950 WP 010873519.1 SVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQD 166
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NTDB id 1306 DR RS10060 WP 027479822.1 DIIRLIERYFGEKGFEKLNKELAE........................RNKTQQSQEADLSVADESAIVQVVDSIIREAA 516
NTDB id 54919 STA7437 RS00755 WP 015191448.1 DYQRLIDQYLDEQVKKEETKK.......SEAKVDVSINLENLDFNLEETADEVEDDLGAANDAQGAPIISLVNKILARAL 239
NTDB id 1410 SGL RS13950 WP 010873519.1 DFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNAL.DSNDANQAPVINLVNKILAKAL 245
consensus !***!***!**** * ** * * *** * ** ** * **** *** **!* ******!**!***!*

logo

L
Q
D
E
Q

D
G
A
I
TSDIHI

VETPTQEDEAFTVLKR I
VRFYR I

KDGAVLNQREQAPQFNDSPFLPRKGKAIATQPQAI
V
M
VARLFKIMGAHDMLDIAEKRRLSVPQDGRKVIRFR I

K
M

F
K
Y

G
Q
S
G
I
R
D
K
L
VDLFRLVNSSTL

NTDB id 1306 DR RS10060 WP 027479822.1 LQDASDIHIETTEDAVKVRYRIDGALREQ.NSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTL 595
NTDB id 54919 STA7437 RS00755 WP 015191448.1 QDGISDIHVEPQEEFLRVRYRKDGVLQQPFDPLPKKITPAVVARFKIMADLDIAEKRLPQDGKIRRMFQGRKVDFRVSSL 319
NTDB id 1410 SGL RS13950 WP 010873519.1 QEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTL 325
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NTDB id 1306 DR RS10060 WP 027479822.1 PTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDP 675
NTDB id 54919 STA7437 RS00755 WP 015191448.1 PSRYGEKVCLRILDNSATQLGLDKLISDESTLAIVRELAARPFGLILVTGPTGSGKSTTLYSILAERNNPGVNISTAEDP 399
NTDB id 1410 SGL RS13950 WP 010873519.1 PSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDP 405
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NTDB id 1306 DR RS10060 WP 027479822.1 IEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMG 755
NTDB id 54919 STA7437 RS00755 WP 015191448.1 IEYSLDGITQVQVIREKGMNFASILRAFLRQDPDVILVGETRDPETAKTAIEAALTGHLVITTLHTNDAAGAIARLDEMG 479
NTDB id 1410 SGL RS13950 WP 010873519.1 IEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMG 485
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NTDB id 1306 DR RS10060 WP 027479822.1 IENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRG...............ANLMRGTGCPRCGGTG 820
NTDB id 54919 STA7437 RS00755 WP 015191448.1 IEPFMISGGLLGVVAQRLMRRVCGECRIAYNPTHEELARFGLSASNEEEITFYKANTLNPEQINEARANGTLCPKCTGIG 559
NTDB id 1410 SGL RS13950 WP 010873519.1 VEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSG 565
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NTDB id 1306 DR RS10060 WP 027479822.1 YKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS............. 887
NTDB id 54919 STA7437 RS00755 WP 015191448.1 YKGRVGVYEVMRNSERLENLINTGATTDRIKEVAVED.GMVTLLAYSLNLVRQGHTTLEEVERVTFTDSGLEAELKAKRK 638
NTDB id 1410 SGL RS13950 WP 010873519.1 YKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEE.GMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRK 644
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logo SAGL ITCRTCANAELKQPQEWLDCPYCMTTSRFSD
NTDB id 1306 DR RS10060 WP 027479822.1 ............................. 887
NTDB id 54919 STA7437 RS00755 WP 015191448.1 SGLICRTCNAELKPEWLDCPYCTTSRFSD 667
NTDB id 1410 SGL RS13950 WP 010873519.1 SALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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