
logo MATLTES ITNFQDSQELYGQELAQYAKAYGIQGNYEQAEAASASHI ILEQRLALAQDEFPDEDPNSVHLLLRGHIYCVGVHLEQQYALQAHQAQAEYQRGTVI ERFLSTDEDRQTDL IDCA
NTDB id 54908 GLO7428 RS05510 WP 015187574.1 MTLSINQDQEYQEAQKAYIQGNYEAAAAILERLLQEFPDDPNSHLLRGHIYCVHQQYAQAQAEYRTVIELTEDTDLIDCA 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
consensus ! ! ! ! ! !! !!!! ! **! ! *!!*!!! *!!!!!!!* * !!! !* ! !! ** !!!!!!
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NTDB id 54908 GLO7428 RS05510 WP 015187574.1 NEALESIGQYESAQQASHYTNSEKEFEDTYLLMDV....AND..............AVTPFN..HQQPEDNELAAFEEFN 140
NTDB id 1418 SGL RS04210 WP 010871656.1 NQALGQIQEEEPRGNGAKDS.LDQDWQSDIDAIDNSMAWETGVFTEEDFGEPTLGRAPSPTNPGMDHPFGRSSASFGTSG 159
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TDADFLDSSADDSEGDQRTAMMQEPAQTGSEI ESATFVDVPFALAQAEVPPSASFIGERTKLQDEDLPSNSDFFATTA
NTDB id 54908 GLO7428 RS05510 WP 015187574.1 PSSFDFEHFDYNTPSLSEVESPFQDAFSSASGDRAQEATSIEAFVDPFALAQAEVPSSIGRTKLQDEDLPSNSDFFATTA 220
NTDB id 1418 SGL RS04210 WP 010871656.1 ARSYEIENLDWSPEAF.......TDDLDSDDEQTMMPQTGESTFVVP.........PAFGE................... 204
consensus * !** !* !* ** ******* ! ! * ! !! !********** ! *******************
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NTDB id 54908 GLO7428 RS05510 WP 015187574.1 ATEHSKADFSKS...VATETSEIEDTFGYPASQQQQVEEVEDQTLLLSPTKLQVEEAESPSAEDPTIEDTFGSKVPVNNF 297
NTDB id 1418 SGL RS04210 WP 010871656.1 ....GIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEALGLDDPEALA..QAPTPT......SGDYGAGNNLPSF 272
consensus **** !!! ***! * ! !!* ! * * ! ! ! ** !**!******* *! *** !
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NTDB id 54908 GLO7428 RS05510 WP 015187574.1 IQDEHPTAGHAASTSIQEFSIAEF............DAFDDLGSVPEFEHSATEVAPQDTNGGDVILG.DLAS......E 358
NTDB id 1418 SGL RS04210 WP 010871656.1 DAFEE.....GVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGR.........IDDTQGGDTVVHGGNAAPPGMATW 338
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NTDB id 54908 GLO7428 RS05510 WP 015187574.1 V....AATPTANESVLPHTDNASVPPSTHAQGWRKHFENASLEKKQWLTASSVGVVSAVVVAALSLSSSF.....LTP.. 427
NTDB id 1418 SGL RS04210 WP 010871656.1 LKPDGAATGDLSSATSPF...NDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAP 415
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NTDB id 54908 GLO7428 RS05510 WP 015187574.1 ..........................VPNRAAVRNTGWMLAAAAGIAGFATTRFLGQITTKQIKRTTADLYLQFDALREG 481
NTDB id 1418 SGL RS04210 WP 010871656.1 SGETTTEAPAEGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVF....LINRLLMQQIKSIIDDLQNQFESIYEG 491
consensus ************************** ! ** * ! *** ! ! *!* !**** * * !!! !! !!* * !!
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NTDB id 54908 GLO7428 RS05510 WP 015187574.1 NFTPQP..AAQDELGQLVAKFNEMAHVIQATTSEAQHKARQQEEEKENLQRQVMRLLDDVEGAARGDLTVRAEVSADVMG 559
NTDB id 1418 SGL RS04210 WP 010871656.1 NFNVRAKVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELG 571
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logo AVADASFNLTIQNSLRE IVLQQVKI
NAAKQVNSKNNSACKTDSESTFAQRNSLNSSDEALRMQAEELAVTLNSVQLVMTEGS I EQRVAENSAREAEELVA

NTDB id 54908 GLO7428 RS05510 WP 015187574.1 AVADSFNLTIQSLREIVQQVKIAAKQVSKSATDSETFAQSLSSEALRQAEELAVTLNSVQVMTEGIQRVAESAREAELVA 639
NTDB id 1418 SGL RS04210 WP 010871656.1 AVADAFNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVA 651
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NTDB id 54908 GLO7428 RS05510 WP 015187574.1 RSASTTALKGGEAVERTVAGISEIRQTVAETTRKVKRLAESSQEISKIVALISQIASRTNLLALNASIEAARAGEAGRGF 719
NTDB id 1418 SGL RS04210 WP 010871656.1 HTSSLTALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGF 731
consensus ** ! !!!!!!!!!!!!!*!! !! !! !! !!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!

logo AIVADEVRQLADRSVAKASLKRE I EQIVKLQIQSETGSVMTAMEEGI
TQQVIDQGVTDHKLASEQASKRASLEDI IVEQVSNR IDNTLVGRS ITADE

NTDB id 54908 GLO7428 RS05510 WP 015187574.1 AIVADEVRQLADRVAKALREIEQIVKQIQSETGSVMTAMEEGTQQVIQGTHLAEQAKRSLEDIVQVSNRIDTLVGSITAE 799
NTDB id 1418 SGL RS04210 WP 010871656.1 AIVADEVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITAD 811
consensus !!!!!!!!!!!!! !! !*!!!!!! !!!!!!!!!!!!!!!! !!!! !* !! !! !!!!* !!!!! !!! !!!!*

logo TVAKQQTDENTSGVAVASNSVMQS IVELTAQAENTSQEASQRVASGSLKQNTLVKS IVASGRDLLNTSVERFRVESTRTESN
NTDB id 54908 GLO7428 RS05510 WP 015187574.1 TVAQTDTSVAVASVMQSVELTAQANSQEAQRVSGSLKNLVKVAGDLLNSVERFRVETTESN 860
NTDB id 1418 SGL RS04210 WP 010871656.1 TVKQQENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR... 869
consensus !! ! * ! !! !!!!*!!!!! !!! !!! !!! !! * !!! !!!!!!!!* ***
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