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NTDB id 54902 GLO7428 RS01730 WP 015186829.1 ..MTYSPSQRRALIVKNDFSPFGNKVIESGYVSNEQMQQALSESRKSKRPIIEVLESLTGRQLSPDLLRFYKKQQLFELK 78
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
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NTDB id 54902 GLO7428 RS01730 WP 015186829.1 IVYGVEFIDPEINQIATNQVANLIDTLIPVDICRRFQLIPLSQ.TADPPSVLVAMVDPDHLEAQDNLTRILRPKSLGWQR 157
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
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NTDB id 54902 GLO7428 RS01730 WP 015186829.1 IGITQEDFQQLLAKYLDAQVEQQKQRE...IQKSVDVQSEIEGLE.GFDLQNANDEIEADLGAAIQNAEAAPVIALVNKI 233
NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
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NTDB id 54902 GLO7428 RS01730 WP 015186829.1 LVKALQEKVSDIHIEPQEEHLRIRFRKDGVLRQAFEPLPKKIVAAVVARFKIISELDIAERRMPQDGRIRRVFEGRKVDF 313
NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDF 320
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TVRELMAASRPFYGLLMLVTGPTGSGKSTTLYS IVLAERNESPEGVNINS

NTDB id 54902 GLO7428 RS01730 WP 015186829.1 RVSTLPSRYGEKVVLRILDNSATQLGLDKLISDEESLQIVREMASRPFGLLLVTGPTGSGKSTTLYSILAERNEPGVNIS 393
NTDB id 1410 SGL RS13950 WP 010873519.1 RVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNIN 400
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NTDB id 54902 GLO7428 RS01730 WP 015186829.1 TAEDPIEYSLPGITQVQVIRDKGMDFASILRSFLRQDPDVILVGETRDRETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 473
NTDB id 1410 SGL RS13950 WP 010873519.1 TAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 480
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NTDB id 54902 GLO7428 RS01730 WP 015186829.1 LDEMGVEPFMVSGALLGVVAQRLVRRVCSTCRIPYTPSSTELARFGLTSSQDSGVTFYKAKTLQPEEVAIAKSQGELCPD 553
NTDB id 1410 SGL RS13950 WP 010873519.1 LDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQK 560
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NTDB id 54902 GLO7428 RS01730 WP 015186829.1 CNGVGYKGRCGVYEVMRINQRLQTLITEGAPTERIKEVAVEDGMKTLLSYSLDLVRRGLTTLEEVERVTFTDSGLEAELK 633
NTDB id 1410 SGL RS13950 WP 010873519.1 CSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMR 640
consensus ! ! !!!!!*!!!!!!! !* !! !!*!*!!!**!!!*!! !!! !!! !! ! !!!!!!!!!!!!!*!!! !**

logo AKRKSASLETCRTCANAELQPQEWLDECPYCMTPSRFQSD
NTDB id 54902 GLO7428 RS01730 WP 015186829.1 AKRKSSLECRTCNAELQPEWLECPYCMTPRFQD 666
NTDB id 1410 SGL RS13950 WP 010873519.1 AKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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