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BN NKVIL GRILGRDPEVRYMPNG AVENIISVATSETWRD YRKLAE AGQYL KGEQRVY

GILGIDPEVRYMPNG AV{ENIJSVATSETWIYD B YRKLAE AGQYL KG[GQRVY

GNLG DP RiMPNG AVAR{ SVATSE WRDKNITGER EﬂTEWHRIVF R HAEVAGQYLRKGSKVY
T V

RWIGVNKV T

GNLG DPE RPJMPNG AVANISVATSE WEDKINTGER EMTEWHRIVIJYR [MAEVAGQYLRKGSQVY
GNLG DPEVR ﬂﬂNGNA ANI ATSETWRIDKIEWGE[f] E TEWHR V [CGKWAE AG YL KGSQVY
GNLG DPEVRYMPEGGAVANI ATSETWRIDKI\TGE[M E TEWHR m YKLAEVAG YLRKGSQVY
GNLG DPEVRYMPNGAVANI ATSE WRIDKINTGEN| ENTEWHR V [@KLAEVAN] YLRKGSQVY
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SpnYR N;?édAQNA KAAﬁfgﬁgAA EA VEQFDDD

.QPASDAPSHP AEAAPRRQEVPAAABVERIDIIIIE 174

QPAPDAPSHP AAPRRQ VPIAAVENIDIESdY 174
SDNYAQNNNFNGGNATR 180
GYGYDQTASRPA. 178
...... HQPAQQQQ . 184
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...... GNQFSGGAMSRIS QQSAPAAPSNEPPM.DFDDDIPF 178
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X non conserved
B similar
Bl >50% conserved
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