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NTDB id 54896 MIC7113 RS22450 WP 015184477.1 MFNRFQGLFSKGKKGVGIELAPERINIAQLRKQGQGYKVATLYSHEVPDGIFQDGKIADSPALAELIRAALAESKLKVDR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus !! !! !! * !!!*!* !!!*!*!!! !!! !!* ** *!*!!! *!!! !!!!!!!*! ! ! *
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NTDB id 54896 MIC7113 RS22450 WP 015184477.1 VATAVPMREAIIRIIPIPAELDDQELRDMVLNHEAGLYLPYPREEVDLDYQKLGFFQDEDGIEKVQVLLVATRKEITDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!!!!!!!!!!!**!*!!!!!**!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!*!*!!*!

logo LDTFGQQAGLQVDVLE INSFAL IRTI
MREQLRQFGSPSQREAAVLVDI EFDSTE IA I IVDGVPQFSRTVP IGTFYQLMQNSALSRAMN

NTDB id 54896 MIC7113 RS22450 WP 015184477.1 LDTFGQAGLQVDVLEINSFALIRTMREQLRQFSPQEAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTFQLQSALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus !!!! !!!!!!!!!!!!!!!!!!!*!!!!!!! * !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*! !!!!!!!

logo LPPTSRNPTE I
LLQGMTIPPVTVPQAFDGTLMGSGRTGQAGTAGI

VNPGMANALLMRVLMGELATDELRRS IDNFYLNQSDEENLELVAVQLLLAGPGGGI
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NTDB id 54896 MIC7113 RS22450 WP 015184477.1 LPTSRNTELLQGMTIPPVPADGLGGRTGATGINPGMAALLRVLGELADELRRSIDFYLNQSDNLEVAQLLLAGPGGGIGQ 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMS..TQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQ 318
consensus !!*!!!*!*!!!!!!!* * ! * **! *!**!!!! !!*!!*!!! !!!!!!! !!!!!!* !!* !!!!!!!!!!* !

logo LDEFYFTQRLS ILPTTVKQI
VDPFVEIALAS ILDETVDQENFIPSDS IVEQRPGSLAGTVLGLGI

LREAV
NTDB id 54896 MIC7113 RS22450 WP 015184477.1 LDEFFTQRLSLPTTQVDPVIALSLEVDQEIPSVQRPGLGTVLGLGLREV 369
NTDB id 1411 SGL RS10685 WP 010872897.1 LDEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !!!*!!!!!!*!! *!! !! ** !! * * !! !*!!!!!!*!!
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