logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
115
625
1313

54895 MIC7113 RS21880 WP 015184366.1

1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1

Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

.MAKKP .. .KKLEEISKKFGA
.MAKKP...KKLEEISKKFGA
.MAKKP .. .KKLEEISKKFGA
.MAKKP...KKLEEISKKFGA
.MAKKP .. .KKLDEISKKFGA
.MAKKP .. .KKLDEISKKFGA
.MAKKL...KKNEEITKKFGD
.MAKRI...KKTEEITKKFGD

.MSKD. ...ATKEISAPTDAK
............ MATQITNSP

KK KK&EEIGKKFDEE%;KALQSA{KB

MATKKK...TNFDDITKKYGA

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

i MRLG

MRLG

IEKWNFGKG IM
IEKSFGKGI\IM
IEKBFGKGEIM
IEKNFGKGI\IM
IEKWNFGKG IM
IEKWNFGKG IMRLG
IEKWWFGKG IMRLG
IEKNFGKWY MRLG
IEKWNFGKN| MRLG

sk ok okl koskk

[

BI% AE%I@VEV |

NANI D DIHDHDDIDI >

m

nnnnnnnnnnisln RN N NEE N 0 N NN NN N

T
S

* 1ok ok

LDy
E

RN

Y

il

vV

T 1L



Logo EY

0 AT RN o e L) K

el i ALY

NTDB id 600 KW2 RS01765 WP 011675413.1 DELL E 156
NTDB id 269 KZH43 RS08665 WP 001085462.1 ARENQKIAGGIWNAF IDAEHALDPIAYARWALGVN DELL SQPD 155
NTDB id 228 SPD RS09265 WP 001085462.1 ANRQKIAGGINNAFIDAEHALDPI\YYAEWALGVN DELL SQPD 155
NTDB id 194 SPR RS08825 WP 001085462.1 ANENQKIAGGIWNAF IDAEHALDPIAYARWALGVN DELL SQPD 155
NTDB id 159 SP RS09750 WP 001085462.1 ANRAQKIAGGINNAFIDAEHALDPI\YYAEWALGVN DELL SQPD 155
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPIAYARWALGVN DELL SQPD 155
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIYGPESSGKTT ARENQKIAGGIWNAF IDAEHALDPIAYALWALGVN DELL SQPD 155
NTDB id 453 Spy49 1753c ACI62003.1 ANFNQKINGGIWNAF IDAEHALDPIAYARWALGVN DELL QPD 155
NTDB id 408 SMU RS09530 WP 002262392.1 AREAQKPDIGGIWNAF IDAEHALDPIAYALWALGVN DELL SQPD 155
NTDB id 115 BSU 16940 NP 389576.2 AIYQEINGGAEYAFIDAEHALDPIYYARIMLGVN ELL SQPD 140
NTDB id 625 LCA RS02525 WP 011374196.1 AIRYQKNGGIWAA IDAERJA DPICYAWALGVN D LL SQPD 142
NTDB id 1313 DR RS12030 WP 010888966.1 G AWAQKIAGGIN6AF IDAEHALDPY ARFALGVNDELL SQPDYGEQALEII 154
NTDB id 54895 MIC7113 RS21880 WP 015184366.1 |MR{eIIe) Gy AIRYQKINGG\AAF DAEHALDPpY [IWALGV [WJLL SQPDNGEMALEINY RSEAVD 146
NTDB id 1245 Cj1673c YP 002345041.1 EIYGPESSGKTT AIREOKENGGNAMAF IDAEHALDUASY AJSQNL GV Ny D L SQPDIYGEQALEIY RSGAVD 141
NTDB id 1211 C694 RS00795 WP 000963128.1 EIYGPESSGKTT AINMQKINGGUAMAF IDAEHALDYR:Y AJQALGV | L SQPD GEQALEI)® INARSG D 143
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EIYGPESSGKTT AIMEOKINGGUASAF IDAEHALDUIY AJSHLGV gy L SQPD GEQALEI|H RSG D 143
NTDB id 1334 RAOC RS04870 WP 004918236.1 EIYGPESSGKTT AIFNQKYYGGEWNAF ID AEH AJgD)UsSIY AINNL.G N EL SQPDNGEQALEIR RSG VD 150
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANAQK(EFYNEAF IDAEHALDP|YY ARSILGVNIDELL SQPDIRGEQALEIfe RSGAVD 158
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIDPUYABRISLGVI]Y ELM SQPD GEQALEI[S RSG D 142
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT MEAF DAEHARDPWUYAIBNLGVIY ELM SQPD GEQALEI RSG D 142
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIJDPUYABISLGV]S EL) SQPD GEQALEI[S RSG D 142
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDIMYAIALGVIS [§ LL SQPD GEQALEIMN RSG VD 150
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EI GPESSGKTT ISNSAF TDAEHALDP|YYAJSMLGVN DELL SQPD GEQALEI[® RSGAVD 141
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EI GPESSGKTT \YNSAFIDAEHALDP|YYAJSMLGVN DELL SQPD GEQALEI[® 141
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIYGPESSGKTT INSAFIDAEHALDPNYAJANLGV DRNLL SQPDBIGEQALEIfA 141
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIYGPESSGKTT INSAFIDAEHALDPNYAJRNLGV  DRLL SQPDRIGEQALETIfA 141
NTDB id 1205 PSJM300 05545 AFN77183.1 EIYGPESSGKTT SQPD GEQALETIpN 141
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NTDB id 600 KWw2 RS01765 WP 011675413.1 DSVAALVP G MGDSEVGLQAR 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 228 SPD RS09265 WP 001085462.1 VDSVAALVP GDMGDSHVGLQAR 234
NTDB id 194 SPR RS08825 WP 001085462.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 159 SP RS09750 WP 001085462.1 VDSVAALVP GDMGDSHVGLQAR 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VDSVAALVP GDIGDSHVGLQAR 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 VDSVAALVP GDHMGDSHVGLQAR 234
NTDB id 453 Spy49 1753c ACI62003.1 VDSVAALVP GDMGDSHVGLQAR 234
NTDB id 408 SMU RS09530 WP 002262392.1 VDSVAALVP GDH§GDSHVGLQAR 234
NTDB id 115 BSU 16940 NP 389576.2 VDSVAALVP GDMGDSHVGLQAR 219
NTDB id 625 LCA RS02525 WP 011374196.1 VDSVAALVP G MGD HVGLQAR 221
NTDB id 1313 DR RS12030 WP 010888966.1 VDSVAALRP GDMGDSIREGLQAR 233
NTDB id 54895 MIC7113 RS21880 WP 015184366.1 DSVAALVP G MGDNMVGLQAR 225
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR 229
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALVP GDMGDSHVGLQAR 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALVP MGD [WEGLQAR 229
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VDSVAALNP MGDSH GLQAR 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR 220
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR 220
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