
logo MGHKLLNSQRGTLWCKPRLNPVVI FVA
G
I
L
A
T
F
L
F
L
L
V
A
T
I
L
A
TVIG IGKS

V
A
D
C
P
L
Q
G
R
L
V
G
Q
Q
S
Q
SLAPRKPADPLPQDQELEF IVQVYFNLNHNAEKGSAGDEFYI

T
D
EPDYRDQFVKTRPQGD

NTDB id 54891 MIC7113 RS17220 WP 390463799.1 MHLLSQTLCRL......GITFFLTLTV.....SACQRVQSQLPRKAPLPQDLFVQVYFN..HAESGEYTEPYRQVTRPGD 67
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKRQGD 80
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NTDB id 54891 MIC7113 RS17220 WP 390463799.1 DLEQQIVEAIATAQSTVNIAVQELRLPKIAQALVQRHQAGVKVQVILENTYNRPWSEFTAAEVAKLPARERDRYKEGVKL 147
NTDB id 1416 SGL RS14595 WP 010873643.1 NFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVETE......KDPFRYRGPLAY 154
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NTDB id 54891 MIC7113 RS17220 WP 390463799.1 IDRNGDNQLTPDEINQRDAIAMLRNAKIPILDDTADGSKGSGLMHHKFVVIDGRTLIVTSANFTTSDMHGDLTNTQTRGN 227
NTDB id 1416 SGL RS14595 WP 010873643.1 LDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFTRGN 234
consensus *! ! ! **! ! !!!! *!! !!!**!!! !!!!!!!!!!!!!*!*! *!*!!!!!!!!*!! !!! !!!!

logo ANNLLKVI
V
E
Q
D
S
P
S
A
Q
L
VAEHLFTEQEFNFLLMWGDGPGAGEKKPDSLRFGI

V
K
NKPFSRPAKQQVLVKLVGETTTVTVKQFSPDTRSARATI

QPFWPSNQTSNGL IAGQTYL
NTDB id 54891 MIC7113 RS17220 WP 390463799.1 ANNLLKIEDSQLAELFTQEFNFMWGDGPGGKPDSRFGVKKPFRPAQQVKLGTTTVTVQFSPTSATQPWSQTSNGLIGQTL 307
NTDB id 1416 SGL RS14595 WP 010873643.1 ANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIAQYL 314
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NTDB id 54891 MIC7113 RS17220 WP 390463799.1 STATKTVDLALFVFSEQSLANLLETNHQQGVQVRGLIDPGFAYRYYSEALDMLGVSLANKCVYEVNNRPWQSPVATIGIP 387
NTDB id 1416 SGL RS14595 WP 010873643.1 NQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALPTEFVGTP 394
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NTDB id 54891 MIC7113 RS17220 WP 390463799.1 QLPKGDVLHHKFGIVDGQTVITGSHNWSEAANTHNDETLLVIDSSMVAAHFEREFGRLYAKAVLGVPLAVQQKIQAQKQE 467
NTDB id 1416 SGL RS14595 WP 010873643.1 ALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDRQEQE 474
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NTDB id 54891 MIC7113 RS17220 WP 390463799.1 CPQITEAK.EKNAPTTGELVNLNTATLEELVTLPGVGPKLAQQIIAARQQKPFTSLEDFDRVSGVGPSLLQKLDGRVVFN 546
NTDB id 1416 SGL RS14595 WP 010873643.1 CANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGKVTW. 553
consensus !*** * *** *!* !!!!! ** !!! *!!!*!! ! !! ! !!*!!!!!! !! !*!!! * ! !*! **



logo

SF
NTDB id 54891 MIC7113 RS17220 WP 390463799.1 SF 548
NTDB id 1416 SGL RS14595 WP 010873643.1 .. 553
consensus **

X non conserved

X similar

X ≥ 50% conserved


