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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 54883 OCU35 RS01485 WP 102484991.1 MASRGVNKVIIMGNLGQDPEVRFAANGNAIANITIATSETWRDKANGEQREKTEWHRVVLFGKTAEIAGEYLKKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYG..........QSQEAYQRPAQ..QSRQPA 140
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYG..........QSQEAYQRPAQ..QSRQPA 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGNQGSGWNQAPA.Q.TNYNQGGYSDNYA..QNNNFN 150
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDFGGNQGGWGNSAPAPQ.QSYNQGNSGYGYD..QTASRP 151
NTDB id 54883 OCU35 RS01485 WP 102484991.1 EGQLQTRKWQDQSGQDRYTTEVVVQWPTGQMQLLGSRQGG.QAPSQNQGGQQYGGAPQGGQQQQGGWGQPQQPQVHQPAQ 159
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP.........AQGGMNVPAQQGSWGQPQQPAKQHQPM 151
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAP.........AGGNIGGGQPQGGWGQPQQPQGGNQFS 149
consensus !!****!!**** !**!****** * ***!**!* ***** * * * **!**** * * * *

logo

P
SDAPAG

Q
S

Q
G
H
A
N
Q
P
A
Q
T
E
Q
S

K
Q
R
A
A
PAQKPQAASPQYAQRKPSARAKPQQAPPAQVSPQYNAAEAPPVMDENDI

FDDDIPF
NTDB id 1103 NMB RS07590 WP 002212976.1 SDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ....GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ....A...QQAAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 54883 OCU35 RS01485 WP 102484991.1 ....QQQQQKPQ..QAPQQYNEPPM.DFDDDIPF 186
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ....Q..QSAPQ.QYSQPQYNEPPM.DFDDDIPF 177
NTDB id 1447 BW25113 RS21080 WP 000168305.1 ....GGAQSRPQQSAPAAPSNEPPM.DFDDDIPF 178
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