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NTDB id 54863 OC457 RS06500 WP 080174725.1 MAKLHPLSFVIGSIFA.ANSYAMTPQPDPDNIGGYVIERSEIITAENIKTMDPMYDVWAQALVTASNSIVESILPGLSTNPDNVK 84
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus ! !* !* * ** !* ! *!!!! !* !!!! ! ** !* !! !!!! *! !!! ! *!!*!! !*!! !!!*!!!

logo RVEHRVFPESTEWDNFYLTQMAAPEYTYTRFLRAIGKFPAFCGDEYTDDGRDASDAICKKS IVTAFAHFAQETGGHI S IDENVSDNPLGLEEW
NTDB id 54863 OC457 RS06500 WP 080174725.1 RVEHVFPETEWNYLTQMAAPEYTYTRFLRAIGKFPAFCGDYTDDRDADAICKKSIVTAFAHFAQETGGHISIENVSDNPLGLEEW 169
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!*!!!!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo QQALVHVREMGWSEGQEPGYTTGCGQNDWQNKRWPCAEEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASTVLLKNNPGLVADSWLNLA
NTDB id 54863 OC457 RS06500 WP 080174725.1 QQALVHVREMGWSEGQPGYTTGCGQNDWQNKRWPCAEGQGYFGRGAKQLSYHFNYGAFSEVMFDGDATVLLNNPGLVADSWLNLA 254
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!
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NTDB id 54863 OC457 RS06500 WP 080174725.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRETDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLVENYQITLKSDET 339
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!** !!

logo NTCWQQTPYGSLNLNGATDVLYTNWDAGNWKYYPSDRPGGAHSFECELVGFQTAYSALVAGDYEKCVTNFYGQSHAGNWPEVRVVDEKLDP
NTDB id 54863 OC457 RS06500 WP 080174725.1 NTCWQQTPYGSLNLNGATDVLYTNWDANWKYYPDRPGGASFECELVGFQTAYSALVAGDYEKCVTNFYGSHANWPEVRVVEKLDP 424
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!*!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!*!!!!
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NTDB id 54863 OC457 RS06500 WP 080174725.1 DTGGGTTDPSDPPIDGVASWDKNKVYTCGEQIAYKGAVYEAKWWSQNNQPDLGDPWKLIKAATDDTITP....PVTPPT...... 499
NTDB id 1299 VP RS02975 WP 005483021.1 ......VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEP 504
consensus ****** !! !!!* !!! !! !!! *!*!* ! !!!!!!!!!!! ! ! !!!!!!* * * ***!*****!!!*! ******
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NTDB id 54863 OC457 RS06500 WP 080174725.1 ..........DKKPSPDLPADVTAWESHAV.YGGNDKVSYQGKIYKAKWWSQGNTPTAGDPW..ALLP.. 554
NTDB id 1299 VP RS02975 WP 005483021.1 EPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus ********** ! !**** !!** * * !!!*!! !** !! * ** *!** ****
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