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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 ...........MAVLYY...HLLGFCCAGLVAINLAGCGQTKQDVQNLPLSLAPLPQDPLLQVYFNQSI..ASSYTEPYR 64
NTDB id 1416 SGL RS14595 WP 010873643.1 MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQS.......LARPDPLPQQEEIQVYFNLNNAKGADFIDPDR 73
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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 QQTRPGDDLENSIAVAVASAGSTVDVAVQEFRLPGIARVLAERGRSGIKVRLIVEHMYSRPWSDFTAQELAKLPERERDR 144
NTDB id 1416 SGL RS14595 WP 010873643.1 DFKRQGDNFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAVE......TEKDPFR 147
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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 YNEFVQLADRNKDGKLTADEIKQNDALVIVKDAGIPVIDDTADGSKGSGLMHHKFVVIDGKTVIVTSANFTTSDIHGDFK 224
NTDB id 1416 SGL RS14595 WP 010873643.1 YRGPLAYLDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYD 227
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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 TAASRGNANNLLKIENPQLAQLFTQEFNIMWGDGPGGKPDSKFGIKKPFRQVQKVKIGNATVAVQFSPTSQTLPWEKSPN 304
NTDB id 1416 SGL RS14595 WP 010873643.1 DNFTRGNANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSN 307
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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 GLINRTLGSAKKSVDLALFVFSAQRLSNTLEIEASRGVAVRALIDSNFIYRSYSEGLDMMGATLMQDCKLETDNRPWRKP 384
NTDB id 1416 SGL RS14595 WP 010873643.1 GLIAQYLNQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLLEDCLEQPGNSPWALP 387
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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 LTAVGVPLLPMGDRLHHKFGVVDGKTVLTGSHNWSEAANRGNDETLLAIESPTVVAHFEREFDRLYKGATLGIPARIKQR 464
NTDB id 1416 SGL RS14595 WP 010873643.1 TEFVGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQAR 467
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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 IDAKKKECDSLQAASKSPSAKPQIAPGKKLVNLNAASQEELETLPGVGPKLAERIIAARQQQPFTSLEDVARVQGVGDKI 544
NTDB id 1416 SGL RS14595 WP 010873643.1 IDRQEQECANPRPSPKP....LAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSK 543
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NTDB id 54861 OSC7112 RS06865 WP 015175226.1 LDKWRDRVTW 554
NTDB id 1416 SGL RS14595 WP 010873643.1 IEGLRGKVTW 553
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