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NTDB id 1416 SGL RS14595 WP 010873643.1 ...MGKLNRGWKPNPVVIFVALALLVAIAVIGIGKVDPLGLGQSLARPDPLPQQEEIQVYFNLNNAKGADFIDPDRDFKR 77
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NTDB id 54858 GEI7407 RS16210 WP 015173287.1 PGTDLEAQIVEAIAGAQSSVELAVQEFRLPRIAQALRDRQRAGVKVRVIIENTYRQAWSGLPAAEVAALSDRERDRYEEG 146
NTDB id 1416 SGL RS14595 WP 010873643.1 QGDNFEQIILEQIDQAQSTIDLAVQELRLPRIAQALVEKQKTGVRVRLVLENTYNQTIKEAV......ETEKDPFRYRGP 151
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LLERQTAQKRIPL IDDRTEDGSTAKGSGLMHHKFMVVLVDGNKRHTVIVTSANFTLPSDQVHGDLYDRDSNPDFT
NTDB id 54858 GEI7407 RS16210 WP 015173287.1 LRLIDENGDGTLSPAEIRDRDAIALLEQARIPLIDDREDGTAGSGLMHHKFVVVDGRHVIVTSANFTLSDVHGDLRSPDT 226
NTDB id 1416 SGL RS14595 WP 010873643.1 LAYLDQNQDGRISPAESAERDAIEILRTQKIPLIDDTEDGSKGSGLMHHKFMVLDNKTVIVTSANFTPSDQHGDYDDNFT 231
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NTDB id 54858 GEI7407 RS16210 WP 015173287.1 QGNANNLLKIDSPELAALFQEEFNQMWGDGPGGQRDSRFGLKKTLRSPETVVLGSSVVRVQFSPTSPTLPFGQSTNGLIG 306
NTDB id 1416 SGL RS14595 WP 010873643.1 RGNANNLLVVQSPAVAHLFTEEFNLLWGDGPGAEKDSLFGINKPSRPAKVLKVGETTVTVKFSPDRRAIPFPNTSNGLIA 311
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NTDB id 54858 GEI7407 RS16210 WP 015173287.1 RTLNSAAESVNLALFVFSEQALANILEQRHDRGAQVRALIDPSFAFRDYSEGLDLLGVALAPKNCDYEADNRPWRNPVAT 386
NTDB id 1416 SGL RS14595 WP 010873643.1 QYLNQAQQKIQLALFVFSEQALSNVINQRFQAGTEVKALIDRGFAFRYYSEGLDLLGVTLL.EDCLEQPGNSPWALPTEF 390
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NTDB id 54858 GEI7407 RS16210 WP 015173287.1 VGTPTLPRGDLLHHKFAVVDQRIVITGSHNWSPAGNHTNDETLLVVQNPIVAAHFEREFERLYETARLGLTPQVQERIDE 466
NTDB id 1416 SGL RS14595 WP 010873643.1 VGTPALPRGDKLHHKFALVDDDTVITGSHNWSPAANHNNDETVLVLQNAQIAAHYQRELDRLYAVTEYGLPPTVQARIDR 470
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NTDB id 54858 GEI7407 RS16210 WP 015173287.1 QARRCSAQA....................................................................... 475
NTDB id 1416 SGL RS14595 WP 010873643.1 QEQECANPRPSPKPLAKATPNRLVNLNRGSQEELESLPGIGPSTAEKIISTREQKAFTSLEDLGRVKGIGPSKIEGLRGK 550
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