logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

KEI LKTLTEA TLFPEDSYSEQDAEFLEIFIEEIEEI|IFVDLQHL INK QSENIATLTEI RRHFHTLKGSGR VT CAKSSA

ELA VEDTLNRVINQSLQLTFPTIQSYVQRLVFKFYFLKLVDNFKQKRAHTLDFRFPL I LLECQRLLAQLAXQSLEFPALEELLQLS

HTLVAETV LELDY | EQRDSLAEF I IQATHTEIEINLDETLTLF /EEAEEHLAT | HQRQFLDQELHQYDSYNAL | RALHTLR

SSA AQVET | FEASTKVEHLFKI LLQREELSSHSEE | LLLQREYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQR

N =
= o 1o
coocooocoo cocooocoo coodooo

w
N
[eNeoRoNoNoNoNe)



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

HCDRTDRF L SHCOLVSQLLQLDVSELLDAELDFEKC I RNEFFDYLERLSEQADLLLQHTHSQA LECLHEYTSQLKESYEV

B BV ATVENFSDS ADWAVL CQSVQADRAY | SSTQVNRNFDADL LD | FLEEAEEL LECTRGREMY WeERENERARLSL
D N . ot e e e e e e e e e e e e e e e e e e e e PAQAFENWFEEEEGDDAFTSLI

RYEHTLK ANVVQATYLCL IAHELES I YERL | QKQLVWWTSDL IDF | RLVQDDLADRLQ I REQRLDYAAFPYT | NALKRA

o I N
(@] [e0] o
coooo0o® coooocow coodooo

[0)
S
[eNoNoNoNoNeoN



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

eENSNLeE L BvvBRFERESLVESe@<¢ L SE | | IDE I PVELEPALAEL ETHHDRVEDERY L EERTPVE TSI SSENEVR
1419 SGL RS12550 WP 010873252.1 ETNSGIEELDFGDLFEGEPTVIQGEGFGS. ... .. ... . ..t PSSGEEDPPVRMTLDFNSPEAELD
413 AAKSS817 .1 141, .845 (0 ) e e
374 SMU RS06885 WP 002262930 . 1 it et e e e e e e e e e e e e e e e e e e e e e e e e e e e
1046 HON27 RS03130 WP 168726941.1 GQNSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQENEVA
1047 HON27 RSO03110 WP 000380061 . 1 ottt ettt et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
54855 GEI7T4A07 RS13270 WP 015172702, 1 oottt e e e e e e e e e e e e et e e e e e e e e e e e e e e e e e e
1417 SGL RS04200 WP 01440707 L. 1 e e e e e e e e e e e e e e e e e e e e e e

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

ANEGD | EAWERT FIBERAE T T &K REREEREWEETFBLNREADF LAS | PETNAPAYQTACC LDDNGLAELGDL LoVveDVE
1419 SGL RS12550 WP 010873252.1 ........... ALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEP
413 AAKSS817 .1 141, . 8450 ) e
374 SMU RS06885 WP 002262930 . 1 it ettt e et e e e e e e e e e e e e e e e e e
1046 HON27 RS03130 WP 168726941.1 ANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNR. ... .. S e ILL.............
1047 HON27 RSO03110 WP 000380061 . 1 . ittt e et e e e e e et e e e e e e e e e e e e e e e e e e e e e e e
54855 GEI7T407 RS13270 WP 015172702, 1 o ittt e et e e e et e e e e e e e e e e e e e e e e e e e e e e e
1417 SGL RS04200 WP 01440707 1. L et et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

ARTRRAVHS EXCRRRVYE L ENMS K AXRL ENAFEQFATEEENSY | NRAVLEERERW L kDA | ENHNYSEEELLFBITRRRS
1419 SGL RS12550 WP 010873252.1 AITNPGLHSFAGADRVTPLTNEVLL.FA........ AIDDLDGLINAPVLDEEFSF.......... TELETLIDTPAPKS
413 AAKSE81T.1 141..8450 )
374 SMU RSO06885 WP 0022629301 oottt e e e e e e
1046 HON27 RS03130 WP 168726941.1 .QLQRAVHSLKGGARMVGLEAVQAIAYQLENAFEQFALHHFNSNIYDHLLESATAWLKDAIFNHNYQHFDGLQQSLENIQ
1047 HON27 RS03110 WP 000389061 .1 oottt e e e e e e e
54855 GEITA07 RS13270 WP O15172702.1 oot et e e e e e e e e e e e e e
1417 SGL RS04200 WP 014407071 .1 oot e e e e e e e e e e

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

Fartemr e8Py tBReDEFRELERL LE@ADS sV i | REGSCIRRIPARE AwveBLERERSMYE T RVEABR BN TRL T
1419 SGL RS12550 WP 010873252.1 FATISHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAGMGGARLPARP...RQVKSRSFEQTMRVPIKQLDNLSNLI
413 AAKSSE81T.1 141..8450 )
374 SMU RS06885 WP 0022629301 o e e e e e
1046 HON27 RS03130 WP 168726941.1 F..FETTIQIPTKLTRA.DLFSS.EP........ VMTFIQGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLS
1047 HON27 RSO03110 WP 000389061 .1 oot et e et e e e e e e e e e e e
54855 GEIT4A07 RS13270 WP OL15172702.1 o ov v v e e e e e e e e e e e e e e e e e
1417 SGL RS04200 WP 014407071 .1 o e et e e e e e e e e e e

consensus

~
N
[eNeoNeoNeoNeNo NN

153

0
763



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

MWYRRRRYESDREREESELNSE T ENRAQRLRDSERR B5EY ERLr LECAL LASRS TNSRHHS SKTTYPDAR | ASSSTE
GELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSST

SRSLEEDKLE DRY LS ENRLSREVAEE AYBYVMEERS L rSSkYBE | oY ARLERBYLARYQEC TRIR VPFIRI xE5RL=R
MNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPR

AYReYS TsLNBEXRLEVENTEYE DEN | LERLY P tH YRNA | sHG Y ESRARQRENK S EECRY RYRARRQGLSY Y YY
AIREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITV

SDDGRE | MYERVBQKAY EXGL | 2R e5QeLeQaBYYSLr FHACES TRBLX SR CREVELDVWER IS s r RORYRYESYY
SDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTV



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

RETTFTIRYPITYRYSBAL YRYRBRELA L RRYERTREYE PRar vasrEs Qe veYeNear L LKRYPLESL xR
GKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTD.EDGQKCVKYGKEALLLPLYPLKDLLNYNR

REEREBVN Gk RV ABRSR GRIVALRYDQY r CaBAR | VYK | 222t e D | ACATYREDCSY ¢ | xDYRMYA
QLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEE.EIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELT

BPAQS RPRIKSE S EaYRKTLTH &S EEVHEBR¢ lVQDé§TQB JL%E&LEEE YE VTA D ﬁA.E FAEE: DLY

* % * | % kokokokokok  kok o ok |okok rokok | | |k ok ok ok [

Al BA oy iR o eI Bl

FCPRIEIZNKINET I]. S E QADEELSS I A LISIRSIR G ABIR HIK V
.ETSSVPI MLS 'KPSIEFD ‘N
K

KRR (VP IIMLS KPEEFD |l
HHDMHQ Y BBV T G2 HRIE R,

NEIRANY P IMLSSKINGREDRINAGIAY G DIy TKPF [ONELLNIN NiE RN
ADPETQNVPI MESSKEIEFDR}QYG KAGADIY PKPFAEMEL gy KL L R{CH -

INZKINOYVP TMESSKEIEFDRIQYG |HNGADIY JAKPFMZUEL gy KL LR
1%

kk Poksksk | kx| I % * % * %k k k% ok |k

928
126
126
1506
127
121
121



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1419 SGL RS12550 WP 010873252.1

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1046 HON27 RS03130 WP 168726941.1
1047 HON27 RS03110 WP 000389061.1
54855 GEI7407 RS13270 WP 015172702.1
1417 SGL RS04200 WP 014407071.1

consensus

seENE kel RLe L DAY VAKKEG LEvsL THREFEL LeHUASHISQV TREHL LE fimanyi e raroan)

RKTNSILSRFKKARGNFSEEAPTIVRSNPGTL. .. .. R..... STVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAW
Q.EADSKPQ.PIQIGDLEIVPDAYVAKKYGEELDLTHREFELLYHLASHTGQVITREHLLET. ... ... ......... VW
AEENASGIP.EITIGDLQILPDAFVAKKRGTEVELTHREFELLHHLATHTGQVMTREHLLET. ... ............ Vw

oYDYEC, - DYRIVDYLY, e RRLREK|ERLFSRor i PEXI L [ e ac ar aneRRAYOYY UK e e L encor
EKLKSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQR
GYDYFG...DVRTVDVTV..... RRLREKIEDTPSR...PEYILT............. RRGVGYYMRNNA* . ........
GYDYFG...DVRTVDVTV..... RRLREKIEDTPSR...PEYILT............. RRGVGYYMKSYD..........

L IRCEVLLDLAALSADE
LIRGEVLLDLAALSADE 1095
................. 234
................. 235
................. 1506
................. 127
................. 121
................. 121

non conserved
similar
> 50% conserved

[><] TS

998
188
189
1506
127
121
121

1078
234
235

1506
127
121
121



