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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
NTDB id 1306 DR RS10060 WP 027479822.1 RSIRPQTALNLQAFPFALE..GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA 157
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 ................................................................................ 0
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 ............................................................................MTNS 4
NTDB id 1410 SGL RS13950 WP 010873519.1 ..........................................................................MTSSSS 6
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR 317
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR 317
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 SSQRRALVV...QNNFSPFGNKLIQSGFVNADQMQQALIESRKSGRPLTEVLESLTGQQLPPDLLRQYKKQQLFELKILY 81
NTDB id 1410 SGL RS13950 WP 010873519.1 SKKSRAVAL...RNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLY 83
NTDB id 1306 DR RS10060 WP 027479822.1 DQLREALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTL..VQSGKLSPEMLARSLAA.......QL 388
NTDB id 1028 TT RS08215 WP 011173991.1 EALKEALEVQKGLPRAKPLGEILVELGLARPEDVEEALQKQRRGGGRLEDTL..VQSGKLRPEALAQAVAT.......QL 388
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 GVESLDPEINQIPTQNVGSLIDTLIPLDICRRHKLVPLSRSEEQPPSVLVAMVDPDNLEAQDDLNRILRPQRLNLQ..RL 159
NTDB id 1410 SGL RS13950 WP 010873519.1 GVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR..RL 161
NTDB id 1306 DR RS10060 WP 027479822.1 GYEFLDPIQNPPDP.....KVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLITG.....KEILPA 455
NTDB id 1028 TT RS08215 WP 011173991.1 GYPYVDPEEDPPDP.....GAPLLLPEDLCRRYGVFPHRLE...GNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPA 460
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 VITMEDYQRLISGYLDEQVEKQKQL.......EIQKSVDVSDINLEALDLEEAPDEMEADLNAAVQDAGAAPVIKLVNQI 232
NTDB id 1410 SGL RS13950 WP 010873519.1 VVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDI.VGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1306 DR RS10060 WP 027479822.1 VMAEKDIIRLIERYFGEKGFEKLNKELAERNK........................TQQSQEADLSVADESAIVQVVDSI 511
NTDB id 1028 TT RS08215 WP 011173991.1 VATEAAITKLIERFYGKAELSEIAKEFAKKQA........................EEEV..PSPLELDESAAQKFVKQV 514
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 LLKALHEGVSDIHIEPQEEFLRIRFRKDGVLRQAFDPLPKKIIPAVTARFKIIAELDIAERRQPQDGRIRRVYQDRKIDF 312
NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDF 320
NTDB id 1306 DR RS10060 WP 027479822.1 IREAALQDASDIHIETTEDAVKVRYRIDGALRE.QNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDL 590
NTDB id 1028 TT RS08215 WP 011173991.1 IREAFLQDASDIHIEPRQNDVQVRLRIDGALRP.YSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRYREGAIDVDL 593
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 RVNTLPSRYGEKVVLRILDNSTTQLGLDKLITDPDTLNTMKDMVKRPFGLILVTGPTGSGKTTTLYSALAERNDPGVNIS 392
NTDB id 1410 SGL RS13950 WP 010873519.1 RVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNIN 400
NTDB id 1306 DR RS10060 WP 027479822.1 RLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTT 670
NTDB id 1028 TT RS08215 WP 011173991.1 RLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPDKNTQ 673
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 TAEDPIEYTLPGLTQVQVIREKGMDFASILRAFLRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAASAVAR 472
NTDB id 1410 SGL RS13950 WP 010873519.1 TAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIAR 480
NTDB id 1306 DR RS10060 WP 027479822.1 TIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTR 750
NTDB id 1028 TT RS08215 WP 011173991.1 TIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITR 753
consensus ! !!!*!!**!!**!*!! ***!* !** !!!!*!!!!!*!*!!! !!*!!!! !*!!!!!!!*!* !!!!!!!**!* !

logo LDEEMGI
VENTPFMNVI SGSAASVLLMIGVLSAQRLMVRKRVCEQSTDHECRKI

Q
V
A
E
P
T
V
Y
H
K
N
S

A
P
E
S
D
K
P
S
E
T
V
ELASRRFLGI

LSAEARSDEGRADI EGQREVGAVNRTFLYKRANSTLSTPDEE IHQALARMQS
Y

A
R
KGMNTGLCEQPKTR

NTDB id 54846 GEI7407 RS02020 WP 015170456.1 LEEMGVETFMISSSLIGVLAQRLVRRVCQDCKVPYSPEPSELARFGLSASRAGEVTFYRANTLTPEEIQAARSAGTLCPT 552
NTDB id 1410 SGL RS13950 WP 010873519.1 LDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQK 560
NTDB id 1306 DR RS10060 WP 027479822.1 LEEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANL...............MRGTGCPR 815
NTDB id 1028 TT RS08215 WP 011173991.1 LDEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARL...............YKGMGCER 818
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 CNGIGYKGRCGVYEVMRVTERLQVLMTEGAPTERIKEVAV.EEGMKTLLAYSLDLVQQGYTTLDEVERVTFTDTGLEAEL 631
NTDB id 1410 SGL RS13950 WP 010873519.1 CSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAV.EEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
NTDB id 1306 DR RS10060 WP 027479822.1 CGGTGYKGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS........ 887
NTDB id 1028 TT RS08215 WP 011173991.1 CGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIAR.RKGMKTLREDGLYKALQGITTLEEVLARTIE........ 889
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NTDB id 54846 GEI7407 RS02020 WP 015170456.1 KAKRKSALTCRVCSAELKPEWLDCPYCTTPRFID 665
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
NTDB id 1306 DR RS10060 WP 027479822.1 .................................. 887
NTDB id 1028 TT RS08215 WP 011173991.1 .................................. 889
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