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NTDB id 247 KZH43 RS00220 WP 000668290.1 QGEISLGGVNLNQI....DKKALRQYINYLPQQPYV...........FNGTILENLLLGAKEGT..TQEDILRAVELAEI 600
NTDB id 206 SPD RS00235 WP 000668290.1 QGEISLGGVNLNQI....DKKALRQYINYLPQQPYV...........FNGTILENLLLGAKEGT..TQEDILRAVELAEI 600
NTDB id 171 SPR RS00230 WP 000668290.1 QGEISLGGVNLNQI....DKKALRQYINYLPQQPYV...........FNGTILENLLLGAKEGT..TQEDILRAVELAEI 600
NTDB id 131 SP RS00255 WP 000668284.1 QGEISLGSVNLNQI....DKKALRQYINYLSQQPYV...........FNGTILENLLLGAKEGT..TQEDILRAVELAEI 600
NTDB id 369 SMU RS04255 WP 002263293.1 EGWIKIDGIKVQDY....SHDDLNNKVGYIPQRAVL...........FSGTIRSNIAFGQSDQAPLDDAKIWEALELAQA 470
NTDB id 54841 SYN7502 RS21440 WP 041429488.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 RGMISIDGVNIHDM....TRKEVHDAFAMVLQDTWL...........FEGTVKENLIYNQKHI...TDEQVIAAAKAVGV 459
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