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NTDB id 54830 SYN7502 RS03040 WP 015167421.1 LKRRVISQEDFLTIFDQIIDLQVTKSKSNDSVS.EKDL....EIADFDEGASLSDVSDPDD...DLDKSVGENSAPIIKL 229
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NTDB id 54830 SYN7502 RS03040 WP 015167421.1 VDQILVRALKEGVSDIHIEPQEKELRIRFRKDGVLRPMITDEDKQLPRKIVNAVTSRFKIISDLNIAERRKPQDGKLKRN 309
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NTDB id 54830 SYN7502 RS03040 WP 015167421.1 FQGRRVDFRVSTLPTPYGEKIVLRILDNSNTQLGLDKLITDPESLKIMQDMARRPFGLILVTGPTGSGKTTTLYSTLAEA 389
NTDB id 1410 SGL RS13950 WP 010873519.1 YQGRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAER 392
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NTDB id 54830 SYN7502 RS03040 WP 015167421.1 DAPSAIARLDEMGVEPFMTSTALIGVLAQRLLRKVCDNCRIPYNPSKEEIEQFGLPKSDM.ELTFYKANTIGHVEIAAAK 548
NTDB id 1410 SGL RS13950 WP 010873519.1 DAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLA. 551
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NTDB id 54830 SYN7502 RS03040 WP 015167421.1 AGRGRVCPKCGGNGYKGRVGCYEIMKMTERLQSAINKGATTDAIKEIAVAEGMKTLMAYSFDLVREGRTTLEEVLRVTYT 628
NTDB id 1410 SGL RS13950 WP 010873519.1 RQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFT 631
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NTDB id 54830 SYN7502 RS03040 WP 015167421.1 DKGREAEERAKRKTSLECTTCHAILKPEMIECPYCTTVRDI 669
NTDB id 1410 SGL RS13950 WP 010873519.1 DTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
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