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NTDB id 54829 SYN7502 RS02970 WP 015167408.1 MLSQLSFGSLSKLFNVKAQGIGIEINSERVNIVQVRRKGKSGFKLVSHASTILPEGVVEEGRINDPVVLGEIIRSLIAEK 80
NTDB id 1411 SGL RS10685 WP 010872897.1 .....MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQ.SYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSEN 74
consensus ***** ! * !! ! !*!*!! *!!!!* !* ! * *!! *** *!!!* !!!*! !** !*!!! !* !
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NTDB id 54829 SYN7502 RS02970 WP 015167408.1 KIKEKKVVTAIPGRETVSRLIRLPAEISDSELREMVLNQEASLYLPFPREDADVDYQKLGTTLDDDGVERLEILMVATPK 160
NTDB id 1411 SGL RS10685 WP 010872897.1 GINTKQVATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRR 154
consensus ! ! ! !!*! !! * !****!!!* * !!!*!!!!*!! !!!!*!!!* !*!!!!!! !*!!*!** *!*!!!**
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NTDB id 54829 SYN7502 RS02970 WP 015167408.1 EVTDMYLQAMQTAELNTEVVEVTSFALIRALKDRLSGFASAAEAVAIVDIEYESTEITIAVDGVPQFSRTVAIGTAQIQN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 EVTDSYLDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSR.EAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQN 233
consensus !!!! !! ! ! !* *!*!* !!!!!! *** ! !*! *!! *!!!!**!!!! ! !!!!!!!!!!!*!!! !*!!
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NTDB id 54829 SYN7502 RS02970 WP 015167408.1 AQLRAINLPPRRNTDMDMLAAMSVPFQNSDTVGLSGQGSSPGDAAIFRVLGDLADELRRSIDFHTSQNAGSDVIQLLIVG 320
NTDB id 1411 SGL RS10685 WP 010872897.1 ALSRAMNLPPSRNPE..ILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAG 311
consensus ! !!*!!!! !!*****! *!**! * !!* ! * !! !* !!*!*! !!!!!!! !* ! ***!!!* !
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NTDB id 54829 SYN7502 RS02970 WP 015167408.1 PGACIGELSEFFSQRLGIAASQVDPLEALSISSDVEIPKQERMGMSVVLGLSVREP 376
NTDB id 1411 SGL RS10685 WP 010872897.1 PGGGLIQLDEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !!*** ! !*!*!!! !* *!! !!! ! *! * !!* * !!!! *!!*
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