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NTDB id 54827 OCU87 RS07560 WP 261858151.1 MTKLKHLTLLVGCSLAASSFTASVHAMNIQPDPQNPTGYIISRADVQAVENTKTADPMYGVWAQALRTLPNVQVEAIEPGLATNP 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQA....NASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNP 81
consensus ! !!!!** * ! !!! **** * !!!!!!!!!! !!*! !*!!!!*!**!! !!!!**! !!! ! !! !!!! !! !!!!
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VNVKRAVERVFPEYASEWDFLTKQMAAPEYTYTRFLRAIGKFPAFCGDEYTDGRDNSDAICKKS IVTAFAHFAQETGGHIAS IKDNHVSWDNPLG

NTDB id 54827 OCU87 RS07560 WP 261858151.1 VNVKRAERVFPYAEWDFLTKMAAPEYTYTRFLRAIGKFPAFCGDYTDGRNSDAICKKSIVTAFAHFAQETGGHIAKDNHWDNPLG 170
NTDB id 1299 VP RS02975 WP 005483021.1 ENVKRVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLG 166
consensus !!!! !!!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!* !!!!!

logo LEEWQQALVHVREMGWSEGQEVGYTTGCGQNDWQNKKRWPCAEPVGQGYFGRGAKQLSYHFNYGAFSEVMF
YDGDASVLLKNNPGLVADSW

NTDB id 54827 OCU87 RS07560 WP 261858151.1 LEEWQQALVHVREMGWSEGQVGYTTGCGQNDWQNKKWPCAVGQGYFGRGAKQLSYHFNYGAFSEVMYDGDASVLLNNPGLVADSW 255
NTDB id 1299 VP RS02975 WP 005483021.1 LEEWQQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSW 251
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!! *!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!

logo LNLASAIWFFLTPQAPKPAMLHVIDRTWTVPSQREKLDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR IRYWEGLASASHYQIP I E
NTDB id 54827 OCU87 RS07560 WP 261858151.1 LNLASAIWFFLTPQAPKPAMLHVIDRTWTPSQREKDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLSSHYQIPIE 340
NTDB id 1299 VP RS02975 WP 005483021.1 LNLASAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIE 336
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo ADEKTNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYASDRPEGGFHSFECESLVGFQTAYSALVAGDYEKCVTNFLYEQSHAGSWPEVRVVD
NTDB id 54827 OCU87 RS07560 WP 261858151.1 ADETNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYADRPEGFSFECSLVGFQTAYSALVAGDYEKCVTNLYESHASWPEVRVVD 425
NTDB id 1299 VP RS02975 WP 005483021.1 ADEKNTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVD 421
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!!! !!!!!!!!!!!!!!!!!!!!!! ! !!! !!!!!!!!
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SYQGSAKCVFYETAKNWNWPSGQGTNWDEPTPTKTGQDSNPWFWDKEL IVSCGGTSTPTEPDPPTPTDEPETPDPVTEPET
NTDB id 54827 OCU87 RS07560 WP 261858151.1 NLEPEPPKPGPDPTPGEFIPWVPGKTQVNNGDQVIYQSKCFTAKNNPGTWDTPTQSNWFWDEISCGSTPTPDPTPDPTPD...PT 507
NTDB id 1299 VP RS02975 WP 005483021.1 KLDPVDPV...DPPVGGVAAWDSGKV.YNTGDQVSYQGAVYEAKWWSQGNEPTKGDP..WKLVSGT..PTEPPTTEPEPPVTEPE 498
consensus !*! *! ***!!**! *! *!! * ! !!!! !! ** !! * *** ***! *!* **!!**!!**! !****!
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PPVTEPEPPDVPTETPDEPPTPVDTEPPTPVDPPTVPTGDSFYIQWEQAPGVTKQVASNGDKVTNYQSNKCFAVAKNGNPGVWESTPTAQSNWFWDI EEI SVCKQ
NTDB id 54827 OCU87 RS07560 WP 261858151.1 ........PDPTPDPTPDPTPDPTPGDYIQWQAGVTKVSNGDKVTNSNKCFAAKNNPGVWETPTASNWFWIEEVCK 575
NTDB id 1299 VP RS02975 WP 005483021.1 PPVTEPEPPVTEPEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus ********! * !*!** ****! *! *!!! *!!! ! !!!!!! !!!! !!! !!!!!*!! !!!!! ! !
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