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NTDB id 600 KW2 RS01765 WP 011675413.1 ...................MATKKKTNFDDITKKYGAERDKALADALALIEKDFGKGSLMRLGEA.ANQKVSVVSSGSLA 60
NTDB id 269 KZH43 RS08665 WP 001085462.1 ....................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLA 59
NTDB id 228 SPD RS09265 WP 001085462.1 ....................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLA 59
NTDB id 194 SPR RS08825 WP 001085462.1 ....................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLA 59
NTDB id 159 SP RS09750 WP 001085462.1 ....................MAKKPKKLEEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLA 59
NTDB id 499 SM12261 RS08315 WP 078228268.1 ....................MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLA 59
NTDB id 527 SMSK321 RS11065 WP 001085454.1 ....................MAKKPKKLDEISKKFGAEREKALNDALKLIEKDFGKGSIMRLGER.AEQKVQVMSSGSLA 59
NTDB id 453 Spy49 1753c ACI62003.1 ....................MAKKLKKNEEITKKFGDERRKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLA 59
NTDB id 408 SMU RS09530 WP 002262392.1 ....................MAKRIKKTEEITKKFGDERKKALDDALKNIEKDFGKGAVMRLGER.AEQKVQVMSSGSLA 59
NTDB id 115 BSU 16940 NP 389576.2 ...................................MSDRQAALDMALKQIEKQFGKGSIMKLGEK.TDTRISTVPSGSLA 44
NTDB id 625 LCA RS02525 WP 011374196.1 .................................MAKDERQAALDAALKKIEKNFGKGSIMRMGEK.VDTQVSTVSSGSLA 46
NTDB id 1313 DR RS12030 WP 010888966.1 .....................MSKDATKEISAPTDAKERSKAIETAMSQIEKAFGKGSIMKLGAE.SKLDVQVVSTGSLS 58
NTDB id 54818 PSE7367 RS07020 WP 015164674.1 MAPAKSSTSAASNNSSNSSKASKSNAA..AIDKKLDPEKKRALDVVLQKIEKDHGKGSIMRLGDA.AAMRVATIPSGALT 77
NTDB id 1245 Cj1673c YP 002345041.1 ..................................MDDNKRKSLDAALKSLDKTFGKGTILRLGDK.EVEQIDSIGTGSVG 45
NTDB id 1211 C694 RS00795 WP 000963128.1 ................................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDSISTGSLG 47
NTDB id 1214 NCTC11637 00359 SQJ03206.1 ................................MAIDEDKQKAISLAIKQIDKVFGKGALVRLGDK.QVEKIDAISTGSLG 47
NTDB id 1334 RA0C RS04870 WP 004918236.1 ........................MAK..TETTSPNDDKKKALAAVLEKLDKTYGKGTVMKLGDGTVDHNIEVIPSGSLG 54
NTDB id 1389 A4U84 RS07560 WP 021112712.1 ...............MAENKKSSKNNT..VVKQVEPEQKKQALEAALAQIEKQFGKGSIMKLGQT.EQLDIESVSTGSLG 62
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NTDB id 1427 RS RS02760 WP 011000510.1 ...............MEDG..........KKAASMSAEKQKALAAALAQIEKQFGKGSIMKMGDA.EVEPVQVVSTGSLG 54
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ..................................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLS 45
NTDB id 1142 GTF74 RS11550 WP 000344154.1 ..................................MDENKQKALAAALGQIEKQFGKGSIMRLGDN.RAMDVETISTGSLS 45
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ..................................MDENKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLT 45
NTDB id 1022 ACIAD RS06390 WP 004925639.1 ..................................MDDNKSKALQAALSQIEKQFGKNTVMRLGDN.TVQAVEAVSTGSLT 45
NTDB id 1205 PSJM300 05545 AFN77183.1 ..................................MDENKKRALAAALGQIEKQFGKGAVMRMGDH.DRQAIPSISTGSLG 45
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NTDB id 600 KW2 RS01765 WP 011675413.1 LDIALGAGGYPKGRIVEIYGPESSGKTTVALHAVAAVQKEGGIAAFIDAENALDPEYAKALGVNIDELLLSQPDYGEQGL 140
NTDB id 269 KZH43 RS08665 WP 001085462.1 LDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGL 139
NTDB id 228 SPD RS09265 WP 001085462.1 LDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGL 139
NTDB id 194 SPR RS08825 WP 001085462.1 LDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGL 139
NTDB id 159 SP RS09750 WP 001085462.1 LDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGL 139
NTDB id 499 SM12261 RS08315 WP 078228268.1 LDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGL 139
NTDB id 527 SMSK321 RS11065 WP 001085454.1 LDIALGSGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGL 139
NTDB id 453 Spy49 1753c ACI62003.1 LDIALGAGGYPKGRIIEIYGPESSGKTTVALHAVAQAQKEGGIAAFIDAEHALDPAYAAALGVNIDELLLAQPDSGEQGL 139
NTDB id 408 SMU RS09530 WP 002262392.1 LDIALGAGGYPKGRIVEIYGPESSGKTTVALHAVAQAQKDGGIAAFIDAEHALDPAYAAALGVNIDELLLSQPDSGEQGL 139
NTDB id 115 BSU 16940 NP 389576.2 LDTALGIGGYPRGRIIEVYGPESSGKTTVALHAIAEVQQQGGQAAFIDAEHALDPVYAQKLGVNIEELLLSQPDTGEQAL 124
NTDB id 625 LCA RS02525 WP 011374196.1 LDEALGVGGYPRGRIVEIYGPESSGKTTVALHAVAEVQKQGGTAAYIDAENAMDPKYATALGVNIDDLLLSQPDTGEQGL 126
NTDB id 1313 DR RS12030 WP 010888966.1 LDLALGVGGIPRGRITEIYGPESGGKTTLALAIVAQAQKAGGTCAFIDAEHALDPVYARALGVNTDELLVSQPDNGEQAL 138
NTDB id 54818 PSE7367 RS07020 WP 015164674.1 LDLALG.GGLPRGRVIEVYGPESSGKTTLVLHAIAEVQKQGGIAAFVDAEHALDPTYAARVGVDIDNLLVSQPDTGEMAL 156
NTDB id 1245 Cj1673c YP 002345041.1 LDLALGIGGVPKGRIIEIYGPESSGKTTLTLHIIAECQKAGGVCAFIDAEHALDVKYAKNLGVNTDDLYVSQPDFGEQAL 125
NTDB id 1211 C694 RS00795 WP 000963128.1 LDLALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQAL 127
NTDB id 1214 NCTC11637 00359 SQJ03206.1 LDLALGIGGVPKGRIIEIYGPESSGKTTLSLHIIAECQKNGGVCAFIDAEHALDVHYAKRLGVDTENLLVSQPDTGEQAL 127
NTDB id 1334 RA0C RS04870 WP 004918236.1 LDLALGVGGYPKGRIVEIYGPESSGKTTLTLHAIAEAQKVGGTAAFIDAEHAFDMHYAEKLGINLEELIVSQPDNGEQAL 134
NTDB id 1389 A4U84 RS07560 WP 021112712.1 LDLALGIGGLPMGRIVEIYGPESSGKTTLTLSLIAQAQKGNKTCAFIDAEHALDPVYARNLGVNTDELLISQPDNGEQAL 142
NTDB id 1130 NGFG RS03960 WP 003688695.1 LDLALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQAL 126
NTDB id 1124 NGFG RS03960 WP 003688695.1 LDLALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQAL 126
NTDB id 1123 OK783 RS03845 WP 003688695.1 LDLALGVGGLPRGRIVEIFGPESSGKTTLCLEAVAQCQKNGGVCAFVDAEHAFDPVYARKLGVKVEELYLSQPDTGEQAL 126
NTDB id 1427 RS RS02760 WP 011000510.1 LDVALGVGGLPRGRVVEIYGPESSGKTTLTLQVVAEMQKLGGTCAFIDAEHALDVTYADKLGVKVPDLLISQPDTGEQAL 134
NTDB id 1165 A1552VC RS01565 WP 000344154.1 LDIALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQAL 125
NTDB id 1142 GTF74 RS11550 WP 000344154.1 LDIALGAGGLPMGRIVEIFGPESSGKTTLTLELIAAAQREGKTCAFIDAEHALDPVYAKKLGVNIDELLVSQPDTGEQAL 125
NTDB id 1074 ABD1 RS10195 WP 000344167.1 LDIALGIGGLPKGRIIEIYGPESSGKTTMTLQAIAQCQKSGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDNGEQAL 125
NTDB id 1022 ACIAD RS06390 WP 004925639.1 LDIALGIGGLPKGRIVEIYGPESSGKTTMTLQAIAQCQKAGGTCAFIDAEHALDPQYARKLGVDIDNLLVSQPDHGEQAL 125
NTDB id 1205 PSJM300 05545 AFN77183.1 LDIALGIGGLPKGRIVEIYGPESSGKTTLTLSVIAAAQRMGSTCAFVDAEHALDPDYAGKLGVNVDDLLVSQPDTGEQAL 125
consensus !!*!!! !! !*!!**!**!!!!*!!!!* ! **! !* ** !**!!!*!*!* !! *!*****!***!!!*!!**!



logo

Q
E IMTLVCAEGDLQSMATKI

L
T
A
I
V
S
T
D
RS

M
N
G
S
G
A
I
VDMIVLLIVAIV I

VDSVAALTVPRKAE IDEGEDI
MGDAQSKSLHPMVGLHQARMLLMSHQAMLRKI

L
A
S
G
T
S
A
G
A
I
T
V
H
N
S

V
A
L
I
G
S
H
K
N
N
Q
R
K
A
M
S
T
G
K
N
C
T
A
M
L
T
I
C
L
V
A
L
V
I FLINQVLIRDQEMKVIGAIMVSMGYFGTSN

NTDB id 600 KW2 RS01765 WP 011675413.1 QIAEKLITSGAVDLVVIDSVAALVPKAEIDGEIGDSSVGLQARMMSQAMRKLAGHINKTKTTAIFINQLREKVGVM.FGS 219
NTDB id 269 KZH43 RS08665 WP 001085462.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGN 218
NTDB id 228 SPD RS09265 WP 001085462.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGN 218
NTDB id 194 SPR RS08825 WP 001085462.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGN 218
NTDB id 159 SP RS09750 WP 001085462.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGN 218
NTDB id 499 SM12261 RS08315 WP 078228268.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGN 218
NTDB id 527 SMSK321 RS11065 WP 001085454.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLGASINKTKTIAIFINQLREKVGVM.FGN 218
NTDB id 453 Spy49 1753c ACI62003.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGVM.FGN 218
NTDB id 408 SMU RS09530 WP 002262392.1 EIAGKLIDSGAVDLVVVDSVAALVPRAEIDGDIGDSHVGLQARMMSQAMRKLSASINKTKTIAIFINQLREKVGIM.FGN 218
NTDB id 115 BSU 16940 NP 389576.2 EIAEALVRSGAVDIVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLSGAINKSKTIAIFINQIREKVGVM.FGN 203
NTDB id 625 LCA RS02525 WP 011374196.1 EIADALVSSGAVDILVVDSVAALVPRAEIEGEMGDAHVGLQARLMSQALRKLSGTINKTKTIALFINQIREKVGVM.FGN 205
NTDB id 1313 DR RS12030 WP 010888966.1 EIMELLVRSGAIDVVVVDSVAALTPRAEIEGDMGDSLPGLQARLMSQALRKLTAILSKTGTAAIFINQVREKIGVM.YGN 217
NTDB id 54818 PSE7367 RS07020 WP 015164674.1 EIVDQLVRSMAVDIVAIDSVAALVPRAEIEGEMGDSHMGLQARLMSQALRKITGNIGRSNCTVVFLNQLRQKIGIS.YGS 235
NTDB id 1245 Cj1673c YP 002345041.1 EIVETIARSGAVDLIVVDSVAALTPKAEIEGDMGDQHVGLQARLMSQALRKLTGIVHKMNTTVIFINQIRMKIGAMGYGT 205
NTDB id 1211 C694 RS00795 WP 000963128.1 EILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGS 207
NTDB id 1214 NCTC11637 00359 SQJ03206.1 EILETITRSGGIDLVVVDSVAALTPKAEIDGDMGDQHVGLQARLMSHALRKITGVLHKMNTTLIFINQIRMKIGMMGYGS 207
NTDB id 1334 RA0C RS04870 WP 004918236.1 EIADSLIRSGGVDIVVVDSVAALTPKAEIDGDMGDSKMGLHARLMSQALRKLTSSISKTKCTVIFINQLRDKIGVM.FGS 213
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EICDALVRSGAVDVIIVDSVAALTPKAEIEGDMGDSHMGLQARLMSQALRKLTANIKNTNCLVVFINQIRMKIGVM.FGN 221
NTDB id 1130 NGFG RS03960 WP 003688695.1 EICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGS 205
NTDB id 1124 NGFG RS03960 WP 003688695.1 EICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGS 205
NTDB id 1123 OK783 RS03845 WP 003688695.1 EICDTLVRSGGIDMVVVDSVAALVPKAEIEGDMGDSHVGLQARLMSQALRKLTGHIKKTNTLVVFINQIRMKIGVM.FGS 205
NTDB id 1427 RS RS02760 WP 011000510.1 EIADALVRSGSVDLIVIDSVAALVPKAEIEGEMGDALPGLQARLMSQALRKLTGTIKRTNCLVIFINQIRMKIGVM.FGS 213
NTDB id 1165 A1552VC RS01565 WP 000344154.1 EICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGN 204
NTDB id 1142 GTF74 RS11550 WP 000344154.1 EICDALARSGAVDVIVVDSVAALTPKAEIEGEMGDSHMGLQARMLSQAMRKLTGNLKQSNCMCIFINQIRMKIGVM.FGN 204
NTDB id 1074 ABD1 RS10195 WP 000344167.1 EIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGS 204
NTDB id 1022 ACIAD RS06390 WP 004925639.1 EIADMLVRSGAIDLIVVDSVAALTPKAEIEGEMGDSHMGLQARLMSQALRKITGNAKRSNCMVIFINQIRMKIGVM.FGS 204
NTDB id 1205 PSJM300 05545 AFN77183.1 EITDMLVRSNAVDVIIVDSVAALVPKAEIEGEMGDAHVGLQARLMSQALRKITGNIKNANCLVIFINQIRMKIGVM.FGS 204
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NTDB id 600 KW2 RS01765 WP 011675413.1 PETTPGGRALKFYASVRLDVRGSTKIEEGS.GDNKTQIGKITKIKVVKNKVAPPFKVALVDIMFGEGISSTGELLNIAVE 298
NTDB id 269 KZH43 RS08665 WP 001085462.1 PETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASD 297
NTDB id 228 SPD RS09265 WP 001085462.1 PETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASD 297
NTDB id 194 SPR RS08825 WP 001085462.1 PETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASD 297
NTDB id 159 SP RS09750 WP 001085462.1 PETTPGGRALKFYASVRLDVRGNTQIKGTG.DQKETNVGKETKIKVVKNKVAPPFKEAVVEIMYGEGISKTGELLKIASD 297
NTDB id 499 SM12261 RS08315 WP 078228268.1 PETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASD 297
NTDB id 527 SMSK321 RS11065 WP 001085454.1 PETTPGGRALKFYASVRLDVRGSTQIKGTG.DQKDTNVGKETKIKVVKNKVAPPFKEAFVEIMYGEGISKTGELLKIASD 297
NTDB id 453 Spy49 1753c ACI62003.1 PETTPGGRALKFYASVRLDVRGTTQIKGTG.DQKDSSIGKETKIKVVKNKVAPPFKVAEVEIMYGEGISRTGELVKIASD 297
NTDB id 408 SMU RS09530 WP 002262392.1 PETTPGGRALKFYSSVRLDVRGNTQIKGTG.EQKDSNIGKETKIKVVKNKVAPPFKEAFVEIIYGEGISRTGELVKIASD 297
NTDB id 115 BSU 16940 NP 389576.2 PETTPGGRALKFYSSVRLEVRRAEQLKQGN.....DVMGNKTKIKVVKNKVAPPFRTAEVDIMYGEGISKEGEIIDLGTE 278
NTDB id 625 LCA RS02525 WP 011374196.1 PEVTPGGRALKFYSTVRLEVRRAETIKNGT.....DMIGNRARIKVVKNKVAPPFKVAEVDIMYGQGISRTGELVDMAVE 280
NTDB id 1313 DR RS12030 WP 010888966.1 PETTTGGRALKFYASVRLDVRKIGQ....PTKVGNDAVANTVKIKTVKNKVAAPFKEVELALVYGKGFDQLSDLVGLAAD 293
NTDB id 54818 PSE7367 RS07020 WP 015164674.1 PEVTTGGTALKFYASVRLDIRRIQT....L.KKGAEEYGIRAKVKVAKNKVAPPFRIAEFDIIFGKGISRMGCLLDLAEE 310
NTDB id 1245 Cj1673c YP 002345041.1 PETTTGGNALKFYASVRLDVRKVAT....L.KQNEEPIGNRVKVKVVKNKVAPPFRQAEFDVMFGEGLSREGELIDYGVK 280
NTDB id 1211 C694 RS00795 WP 000963128.1 PETTTGGNALKFYASVRIDIRRIAS....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVK 282
NTDB id 1214 NCTC11637 00359 SQJ03206.1 PETTTGGNALKFYASVRIDIRRIAA....L.KQNEQHIGNRAKAKVVKNKVAPPFREAEFDIMFGEGISKEGEIIDYGVK 282
NTDB id 1334 RA0C RS04870 WP 004918236.1 PETTTGGNALKFYASVRIDIRRSLSDTGKIKDKSGEVIGNRTKVKVVKNKVAPPFKSAEFDIMYGEGVSKVGEILDVATD 293
NTDB id 1389 A4U84 RS07560 WP 021112712.1 PETTTGGNALKFYASVRLDIRRCGV....V.KDGDEIIGSETKVKVVKNKVAPPFREVQFDIMYGEGISRMNELLILAEA 296
NTDB id 1130 NGFG RS03960 WP 003688695.1 PETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVK 280
NTDB id 1124 NGFG RS03960 WP 003688695.1 PETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVK 280
NTDB id 1123 OK783 RS03845 WP 003688695.1 PETTTGGNALKFYSSVRLDIRRTGS....I.KKGEEVLGNETRVKVIKNKVAPPFRQAEFDILYGEGISWEGELIDIGVK 280
NTDB id 1427 RS RS02760 WP 011000510.1 PETTTGGNALKFYASVRLDIRRIGS....I.KKGDEVVGNETKVKVVKNKVAPPFREAIFDILYGAGVSREGEIIDLGVE 288
NTDB id 1165 A1552VC RS01565 WP 000344154.1 PETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVK 279
NTDB id 1142 GTF74 RS11550 WP 000344154.1 PETTTGGNALKFYASVRLDIRRTGA....I.KEGEEVVGNETRIKVVKNKIAAPFKEANTQIMYGQGFNREGELIDLGVK 279
NTDB id 1074 ABD1 RS10195 WP 000344167.1 PETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIVGSETKVKVVKNKMAPPFKEAIFQILYGKGTNQLGELVDLAVQ 279
NTDB id 1022 ACIAD RS06390 WP 004925639.1 PETTTGGNALKFYASVRLDIRRIGQ....V.KEGDEIIGSETKVKVVKNKMAPPFREAIFQILYGKGVNQLGELVDLAVQ 279
NTDB id 1205 PSJM300 05545 AFN77183.1 PETTTGGNALKFYASVRLDIRRTGA....V.KEGDEVVGSETRVKVVKNKVAPPFRQAEFQILYGKGIYRNGEIIDLGVQ 279
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