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NTDB id 54813 PSE7367 RS03880 WP 015164058.1 MAKSKSKYVCNSCGSEYAQMYGRCPDCGTWESLQEQVVEVATTGTNRLAKLPTSKQKAGKNFQPKPRKSLTLLQIGDDNQ 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANR..RAAFSHSVQ........TVQKPSPITSIETSEE 70
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA..RVSLTGE...........KTKPMKLAEVTSINV 67
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA..RVSLTGE...........KTKPMKLAEVTSINV 67
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA..RVSLTGE...........KTKPMKLAEVTSINV 67
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA..RVSLTGE...........KTKPMKLAEVTSINV 67
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA..RVSLTGE...........KTKPMKLAEVTSINV 67
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNA..RVSLTGE...........KTKPMKLAEVTSINV 67
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NTDB id 54813 PSE7367 RS03880 WP 015164058.1 QRLGSGYGELDRVLGGGIVPGSLVLIGGEPGIGKSTLLLGMAQQLIAK.EPVLYVCAEESAQQVKLRSQRLGLDPQAADN 159
NTDB id 125 BSU 00870 NP 387968.1 PRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGINN...PS 147
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID...SE 143
NTDB id 238 SPD RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID...SE 143
NTDB id 204 SPR RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID...SE 143
NTDB id 169 SP RS00155 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID...SE 143
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID...SE 143
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDID...SE 143
consensus *!******!**!!!!!!*!*!!!!!!!!*!!!!!!!!!!****!!*** **!!!***!!!**!*!!!**!!!*** **

logo

L
F
H
Y
V
L
I
L
Y
P
S
AETDNLMEQYS IVSVRQSTAAE I

L
V
Q
Y
E
A
E
R
M
I
N
R

QPSTDVFAVLVIVIDS IQATLVIYMF
Q
S
A
S
P
D
S
E
L
ITSSGAVPQGSVASQVRECVTSAAELMKRQI

V
LAKRTEKNGNINPALI F IVGHVTKEGASTI

LAGP
NTDB id 54813 PSE7367 RS03880 WP 015164058.1 LYLIPETDLESIVQELYAIRPTVAIVDSIQALYFASLTSAPGSVAQVRECTSALMRVAKRENINLFIVGHVTKEGAIAGP 239
NTDB id 125 BSU 00870 NP 387968.1 LHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAGP 227
NTDB id 279 KZH43 RS00140 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 238 SPD RS00140 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 204 SPR RS00140 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 169 SP RS00155 WP 074017595.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 509 SM12261 RS00130 WP 078228442.1 FYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
NTDB id 537 SMSK321 RS07120 WP 080550752.1 FYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGP 223
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NTDB id 54813 PSE7367 RS03880 WP 015164058.1 KVLEHLVDTVLYFEGDRFASHRLLRSVKNRFGAAQEIGVFEMAERGLLEVENPSELFLGNREEPAPGTATIVACEGTRPL 319
NTDB id 125 BSU 00870 NP 387968.1 RLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRPI 307
NTDB id 279 KZH43 RS00140 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 238 SPD RS00140 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 204 SPR RS00140 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 169 SP RS00155 WP 074017595.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 509 SM12261 RS00130 WP 078228442.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
NTDB id 537 SMSK321 RS07120 WP 080550752.1 RMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPI 303
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NTDB id 54813 PSE7367 RS03880 WP 015164058.1 VVELQSLVSPTSYSSPRRTTTGIENNRFLQILAVLEKRIGIPLSKLDAYVASAGGLNVAEPAADLGVAIAVAASFRDRIV 399
NTDB id 125 BSU 00870 NP 387968.1 LVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTPP 387
NTDB id 279 KZH43 RS00140 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 238 SPD RS00140 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 204 SPR RS00140 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 169 SP RS00155 WP 074017595.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 509 SM12261 RS00130 WP 078228442.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
NTDB id 537 SMSK321 RS07120 WP 080550752.1 LAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPT 383
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NTDB id 54813 PSE7367 RS03880 WP 015164058.1 DPRTVLIGEVGLGGQVRAVSQLEIRLKEAAKLGFKKAIIPNTQTTQ...NYGLELIPVNKVMDAIVAALPRVPAIDNADP 476
NTDB id 125 BSU 00870 NP 387968.1 NPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG......... 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.......... 453
NTDB id 238 SPD RS00140 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.......... 453
NTDB id 204 SPR RS00140 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.......... 453
NTDB id 169 SP RS00155 WP 074017595.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA.......... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA.......... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA.......... 453
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NTDB id 54813 PSE7367 RS03880 WP 015164058.1 DLQKLEDS 484
NTDB id 125 BSU 00870 NP 387968.1 ........ 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 ........ 453
NTDB id 238 SPD RS00140 WP 074017595.1 ........ 453
NTDB id 204 SPR RS00140 WP 074017595.1 ........ 453
NTDB id 169 SP RS00155 WP 074017595.1 ........ 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 ........ 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ........ 453
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