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NTDB id 54782 OSCIL6304 RS11370 WP 015148579.1 MVNFFKKFLSKGSNGIGLEIAPERLNIVQLRQQGASYQLETYATAEVPEGVVEEGLIADPPEMAQLIQETLAEHNLTNIK 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENG.INTK 79
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NTDB id 54782 OSCIL6304 RS11370 WP 015148579.1 RVATAVPAREGVIRIIPVPKELNDLELREY.MNQEAGLYLPFPREEADVDFQKLGEFMDEDGIEKVQVLLVATRKEVTDT 159
NTDB id 1411 SGL RS10685 WP 010872897.1 QVATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDS 159
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NTDB id 54782 OSCIL6304 RS11370 WP 015148579.1 YISTFQEAGLGIEILEISSFALLRTIREQLLQLPPEEAVVLTDIQFDSTEIAIVVDGIPQFSRTIPIGTYQVQTALSQAM 239
NTDB id 1411 SGL RS10685 WP 010872897.1 YLDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAM 239
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NTDB id 54782 OSCIL6304 RS11370 WP 015148579.1 NLPPSRNTDMLQGMTIPANPTESTGSGTMGGGSSPGTQAIIKVFSELGDELRRSIDFYMNQSEGLEVGQLLLAGPGASIG 319
NTDB id 1411 SGL RS10685 WP 010872897.1 NLPPSRNPEILQGMTIPVTQFDTM..STQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLI 317
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NTDB id 54782 OSCIL6304 RS11370 WP 015148579.1 GLDDFFNQRLSLLSLVVDPVENLALEVDEEKMPLMQRPGLGVVLGLAMREAK 371
NTDB id 1411 SGL RS10685 WP 010872897.1 QLDEYFTQRLSIPTVKIDPFEALAIDTDQN.FSDIERPSLATVLGLGIREA. 367
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