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MALS IGDRRLGAI LLDQGYLGDNDLQRALERHSEVGGRLADVL IDSGMVGEKR IARAI EEALGIPLVNLLAVQPDPAALR
NTDB id 1306 DR RS10060 WP 027479822.1 MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAALR 80
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S IRPQTALNLQAFPFALEGDRLRVALVDPLSSFS I ETLEDDSGFDI EPYQALREEVMWAIATHYPELGLE IVVPSGASDA
NTDB id 1306 DR RS10060 WP 027479822.1 SIRPQTALNLQAFPFALEGDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDA 160
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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GRTGGKLGERL ITHGYITDAQLQVALDAQQQTGEALGATL I SQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM
NTDB id 1306 DR RS10060 WP 027479822.1 GRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSM 240
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 ................................................................................ 0
NTDB id 1410 SGL RS13950 WP 010873519.1 ................................................................................ 0
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NTDB id 1306 DR RS10060 WP 027479822.1 LRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQL 320
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 .....................MAYSSS...................SKRTRAVALRNY...FSPFGNKLIQAGHATPEQM 37
NTDB id 1410 SGL RS13950 WP 010873519.1 .....................MTSSSS...................SKKSRAVALRNY...FSPFGNKLVAGGHVDAEQL 37
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TLEPVDEETVLKQAS IVQTVSGGRKELPSAPDEMLVLARRQYKKHNHQLFSELAKAIVQLLYGYVED
NTDB id 1306 DR RS10060 WP 027479822.1 REALQVQAREGKVKPLGEVITELGFASPDEVDSALQKQNVGGGRLEDTL..VQSGKLSPEMLAR.......SLAAQLGYE 391
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 QQALIETRKSGR...............................TLVEVLQSIVGRELPADLVRQYKKHHLFELKILYGVD 86
NTDB id 1410 SGL RS13950 WP 010873519.1 RQALVQVKKTGR...............................SLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGVD 86
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NTDB id 1306 DR RS10060 WP 027479822.1 FLDPIQNPPD.....PKVALMIPEATARRYVVVPVRLQ...GNSLVVAMKDPRNVFALDDLKLIT...GKEILPAVMAEK 460
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 CLDPELDPIANNEMADLIETLIAIDVCRRYKLVPLKKIDTQPPSVLVAMVDPDNLEAQDDLNRILRPRDIKLQRTVITQE 166
NTDB id 1410 SGL RS13950 WP 010873519.1 SVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQD 166
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NTDB id 1306 DR RS10060 WP 027479822.1 DIIRLIERYFGEKGFEKLNKELAERN.......................KTQQSQEADLSVADESAIVQVVDSIIREAAL 517
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 DYERLLEQYYEIQTEREKEKERLQKEKDLEKLADLSGIVENLDVNLQEAQDEINDDLGANEANQAPVINLVNKILAKALQ 246
NTDB id 1410 SGL RS13950 WP 010873519.1 DFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQ 246
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NTDB id 1306 DR RS10060 WP 027479822.1 QDASDIHIETTEDAVKVRYRIDGALREQ.NSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRFKKGSIDLDLRLSTLP 596
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 ENVSDIHVEPQEEYLRVRYRKDGVLQQAFDPLPKKITPAVVARFKIMAELDIAERRLPQDGKIRRMFQGRKVDFRVNTLP 326
NTDB id 1410 SGL RS13950 WP 010873519.1 EGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLP 326
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NTDB id 1306 DR RS10060 WP 027479822.1 TVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPEKNTTTIEDPI 676
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 SRYGEKVCLRILDNSATQLGLDKLITDQRTLDIVREMASRPFGLILVTGPTGSGKSTSLYSVLAERNHPGVNISTAEDPI 406
NTDB id 1410 SGL RS13950 WP 010873519.1 SRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPI 406
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NTDB id 1306 DR RS10060 WP 027479822.1 EYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRLEEMGI 756
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 EYSLPGITQVQVIREKGMDFANILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGV 486
NTDB id 1410 SGL RS13950 WP 010873519.1 EYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGV 486
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logo ENPFNMVI SAGASVL ILMGVLAQRLVMRKRVCSTECKRQIAPTYNHAPDSTPKEVELARSRLFGFILSEARSDGNDEI EGREGVVTFYKANSTLSTPTDEE IHQAELNAKLRAMQRKGNTGLCAPQRKCSGGGSTGY
NTDB id 1306 DR RS10060 WP 027479822.1 ENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRG...............ANLMRGTGCPRCGGTGY 821
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 EPFMISGSLIGVLAQRLMRRVCTECRIPYHPTKEELARFGFSASNEGEVTFYKANTLTTEEIQEAKAKGTLCAKCGGGGY 566
NTDB id 1410 SGL RS13950 WP 010873519.1 EPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGY 566
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NTDB id 1306 DR RS10060 WP 027479822.1 KGRMGIHELMVMDDSLRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS.............. 887
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 KGRVGVYEVMQNSERLQSLINQGATTDRIKEAAVEE.GMTTLLAYSLNLVREGYTTLEEVERVTFTDSGLEAELKAKRKT 645
NTDB id 1410 SGL RS13950 WP 010873519.1 KGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEE.GMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKS 645
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logo ALTCRTCAHAELQVPQEWLDCPYCMTPSRFSD
NTDB id 1306 DR RS10060 WP 027479822.1 ............................ 887
NTDB id 54765 PLE7327 RS11130 WP 015143930.1 ALTCRTCHAELVPEWLDCPYCMTPRFSD 673
NTDB id 1410 SGL RS13950 WP 010873519.1 ALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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