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NTDB id 54753 PLE7327 RS03035 WP 015142391.1 MAPETDYTQLYEQAQTAYLEADYPQAAAIVERLATEYPDDPNVLLLRGHIYLGLHQYALASEQYRTVLELTEEPEWVEYA 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYVGLEQYALAHQAYQGVIRFSDRQDLIDCA 80
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NTDB id 54753 PLE7327 RS03035 WP 015142391.1 QKGLEQAQQMHSAEADNFVDEEATGFTLNESELSATDLSSEENNSFPRWQEESDGITWENNISGGEIDWDSSVFDEDDAG 160
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NTDB id 54753 PLE7327 RS03035 WP 015142391.1 EPTVGQVQSFDNSFENDLDANFESPSEPSEASSDTPFAQSDDPDTALNWQQLEENPPEFSFAREDRTDYSFSPSQAVGEP 240
NTDB id 1418 SGL RS04210 WP 010871656.1 EPTLGRAPSPTNPG...MDHPFGRSSASFGTSGARSY.....EIENLDWS.....PEAFTDDLDSDDEQTM..MPQTGES 194
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LDDNPESAELNAFPQLAEEPSTPQDTRSGSADYAVTSTEGSAS

NTDB id 54753 PLE7327 RS03035 WP 015142391.1 TFVVGT........................DSQNNPLQDSNEQAKDEFKEEGAIDNPSENFPLEESQDRSAYAVTSTESS 296
NTDB id 1418 SGL RS04210 WP 010871656.1 TFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQ..TWDGGDWSEALGLDDPEALAQ.APTPTSGDY......GA 265
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NTDB id 54753 PLE7327 RS03035 WP 015142391.1 ESFLDNLDALPDDGLEDITRFDLTDVAADFSDSELFTSASPELSGNLNS...G....ISQSMASGSGTGLATWGEGESSA 369
NTDB id 1418 SGL RS04210 WP 010871656.1 GNNLPSFDAFEEGVEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVVHGGNAAPPGMATWLKPDGAA 345
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NTDB id 54753 PLE7327 RS03035 WP 015142391.1 ALGLSGVSEQF.IKPTVEVRQGKLARFLNASFRQKQWIVAGAAGLTSALAVLLTLGIVSSTA........SGEAKKN... 437
NTDB id 1418 SGL RS04210 WP 010871656.1 TGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAPSGETTTEAPA 425
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NTDB id 54753 PLE7327 RS03035 WP 015142391.1 .LSPI.............GGTGL.LMTLVTGAASLGATAFLGQVAASQAKRSSDDLQAQFDAMTAGNFNVKATVYSEDEL 502
NTDB id 1418 SGL RS04210 WP 010871656.1 EGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGVFLINRLLMQQIKSIIDDLQNQFESIYEGNFNVRAKVRSEDEL 505
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NTDB id 54753 PLE7327 RS03035 WP 015142391.1 GQLAAKFTQMARVIATTTSEAQRRATEMEQAKEDLQRQVIRLLDDVEGAARGDLTVEAEVTADVLGAVADAFNLTIQNLR 582
NTDB id 1418 SGL RS04210 WP 010871656.1 GALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADAFNLTIQNLR 585
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logo E IVLQVKNAAKQVNKNGNCSKTDSELSFARNNQSSDALRMAEELAVTLNSVQLMMTES I EQRVAENAREAEEVAHRSTSSLVTALKGGEAV
NTDB id 54753 PLE7327 RS03035 WP 015142391.1 EIVLQVKNAAKQVNKGSTDSELFARNQSSDALRMAEELAVTLNSVQMMTESIQRVAENAREAEEVARSSSVTALKGGEAV 662
NTDB id 1418 SGL RS04210 WP 010871656.1 EIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSLTALKGGEAV 665
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logo ERTVAGGI LQIRETVSETARKVKRLAEASQE I SKIVALVI SQIASRTNLLALNAS IQAARAGEAGRGFAIVADEVRQLADRS
NTDB id 54753 PLE7327 RS03035 WP 015142391.1 ERTVAGILQIRETVSETARKVKRLAEASQEISKIVALISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRS 742
NTDB id 1418 SGL RS04210 WP 010871656.1 ERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVADEVRQLADRS 745
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logo AKSLKE I EQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQASKRASLEDI I EVSNR IDNTLVRS ITADTVKQQRENSGRASVASNQV
NTDB id 54753 PLE7327 RS03035 WP 015142391.1 AKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQAKRSLEDIIEVSNRIDTLVRSITADTVKQRENSRSVAQV 822
NTDB id 1418 SGL RS04210 WP 010871656.1 AKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQENSGAVSNV 825
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logo MQAS IVELTAQETSQESQRVAGSLQTLVS I SRDELLTSVERFRVEKSGRES
NTDB id 54753 PLE7327 RS03035 WP 015142391.1 MQAVELTAQETSQESQRVAGSLQTLVSISRELLTSVERFRVEKGES 868
NTDB id 1418 SGL RS04210 WP 010871656.1 MQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR.. 869
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