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NTDB id 600 KW2 RS01765 WP 011675413.1 MATK. .. .. KKTNFDDITKKYGA MRLG GSL
NTDB id 269 KZH43 RS08665 WP 001085462.1 .MAK..... KPKKLEEISKKFGA IMRLG GSL

NTDB id 228 SPD RS09265 WP 001085462.1 MAK. . ... KPKKLEEISKKFGA IMRLG GSL
NTDB id 194 SPR RS08825 WP 001085462.1 .MAK..... KPKKLEEISKKFGA IMRLG GSL
NTDB id 159 SP RS09750 WP 001085462.1 MAK. . ... KPKKLEEISKKFGA IMRLG GSL
NTDB id 499 SM12261 RS08315 WP 078228268.1 .MAK..... KPKKLDEISKKFGA IMRLG GSL

NTDB id 527 SMSK321 RS11065 WP 001085454.1 .MAK..... KPKKLDEISKKFGA IMRLG GSL
NTDB id 453 Spy49 1753c ACI62003.1 CMAK. . ... KLKKNEEITKKFGD MRLG GSL
NTDB id 408 SMU RS09530 WP 002262392.1 .MAK..... RIKKTEEITKKFGD MRLG GSL
NTDB id 115 BSU 16940 NP 389576.2 ... .. ..., IM LG GSL LD
NTDB id 625 LCA RS02525 WP 011374196.1 .......... ... ...... GSL LD
NTDB id 1313 DR RS12030 WP 0108889%66.1 ....... MSKDATKEISAPTDAK GSLELD

NTDB id 1245 Cj1673c YP 002345041.1 ... .. .. o,
NTDB id 1211 C694 RS00795 WP 000963128.1 ..................

NTDB id 1214 NCTC11637 00359 SQJ03206.1 .......... .. ......

NTDB id 1334 RAOC RS04870 WP 004918236.1 .......... MAK..TETTSPND

GS LD
GSL LD
GSL LD
GSL LD

NTDB id 54750 NOS7524 RS27070 WP 015141672.1 ............... MAINTDTSG G LELD
NTDB id 1389 A4U84 RS07560 WP 021112712.1 .MAENKKSSKNNT. .VVKQVEPEQ GSL
NTDB id 1130 NGFG RS03960 WP 003688695.1 .................... IR SIHGE AIMD GSOQEENBE V] GSL
NTDB id 1124 NGFG RS03960 WP 003688695.1 .................... TEKSJFGKGEIM GSL
NTDB id 1123 OK783 RS03845 WP 003688695.1  .................... INASIHGE AIEMD GSQOQEENBE V] GSL
NTDB id 1427 RS RS02760 WP 011000510.1 .MEDG.......... KKAASMSA IEKINFGKG IM GSL
NTDB id 1165 A1552VC RS01565 WP 000344154.1  .................... IEKNFGKG IMRLG GSLBJLD
NTDB id 1142 GTF74 RS11550 WP 000344154.1  .......... .. ... .. IEKNFGKG IMRLG GSLBLD

NTDB id 1022 ACIAD RS06390 WP 004925639.1  ....................
NTDB id 1074 ABD1 RS10195 WP 000344167.1 ....................
NTDB id 1205 PSJM300 05545 AFN77183.1 ... . ... .
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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT ) EHT E 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANRAQKIAGGINNAF IDAEHALDPI\YARWALGVN DELL SQPD 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANERAQKINGGINNAFIDAEHALDPI\YAEWALGVN DELL SQPD 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT ANENQKIAGGIWNAF IDAEHALDPEA\YARWALGVN DELL SQPD 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT AENQKIAGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANENQKINGGIWNAF IDAEHALDPIA\YARWALGVN DELL QPD 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARENQKPIGGIWNAF IDAEHALDPEAYARWALGVN DELL SQPD 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIYQNINGGFNAF IDAEHALDPWYYAMMLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRUQK[NGGIWNA IDAERA DPICYAWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 IREIYGPES[EGKTT ANENQKIAGGINMAF IDAEHALDPWUY ARSNLGVNQSNDELL SQPDNGEQALET} 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AINSOKENGGUAMAF IDAEHALDAASY AJSQYL G VNg¥D Ll SQPDIJGEQALEIY 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AIMEOKINGGUASAF IDAEHALDNIY AJQHLGV gy SQPD GEQALEI)® 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMQOKINGGUIMAF IDAEHALDE:I Y AISHL.GV Y L SQPD GEQALEI)H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQKYJGGIWNAF ID AEHARGDIgNEIY ABSLG N EL SQPDRJGEQALEI[N 148
NTDB id 54750 NOS7524 RS27070 WP 015141672.1 EIYGPESSGKTT AIMIQKINGGINNAF DAEHALDPINY AL GV BLL SQPD GEFALEIN] 143
NTDB id 1389 A4U84 RS07560 WP 021112712.1 EIYGPESSGKTT ANAQK{FENYAF IDAEHALDP|YY ARBILGVNIDELL SQPDJGEQALEIfe 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 EI GPESSGKTT VUCAF DAEHARDPWNYABRISLGVIS ELM GEQALEI[® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 EI GPESSGKTT \UAF DAEHARDPWYARMISLGVIY ELM GEQALEI(e 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 EI GPESSGKTT VUCAF DAEHAIJDPNIYABISLGVIS EL)Y GEQALEI[® 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFIDAEHALDENY ADIALGV]Y [§ LL GEQALETIR 148

NTDB id 1165 A1552VC RS01565 WP 000344154.1
NTDB id 1142 GTF74 RS11550 WP 000344154.1
NTDB id 1022 ACIAD RS06390 WP 004925639.1
NTDB id 1074 ABD1 RS10195 WP 000344167.1
NTDB id 1205 PSJM300 05545 AFN77183.1
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I EI GPESSGKTT GEQALEIS 139
I EI GPESSGKTT GEQALEI[® 139
I EIYGPESSGKTT WeAFIDAEHALDPNYAISYLGV DRJLL SQPDEIGEQALEI/ 139
I EIYGPESSGKTT WeAFIDAEHALDPNYAIANLGV DRLL SQPDRIGEQALEIJA 139
I EIYGPESSGKTT SQPD GEQALEIp 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 G WGDSEJVGLQAR 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDWGDSHVGLQAR 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR 232
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 453 Spy49 1753c ACI62003.1 VVVDSVAALVP GDIGDSHVGLQAR 232
NTDB id 408 SMU RS09530 WP 002262392.1 VVVDSVAALVP GDHGDSHVGLQAR 232
NTDB id 115 BSU 16940 NP 389576.2 VVVDSVAALVP GDMGDSHVGLQAR 217
NTDB id 625 LCA RS02525 WP 011374196.1 VVDSVAALVP G MGD HVGLQAR 219
NTDB id 1313 DR RS12030 WP 010888966.1 VVVDSVAALP GDMGDSIWJGLQAR 231
NTDB id 1245 Cj1673c YP 002345041.1 VVDSVAALP GDMGDNHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDNHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR 227
NTDB id 54750 NOS7524 RS27070 WP 015141672.1 |(AREEANVIRAS GDMGD HVGLQAR 222
NTDB id 1389 A4U84 RS07560 WP 021112712.1 VDSVAALEP GDMGDSH GLQAR 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 VVVDSVAALVP GDMGDSHVGLQAR 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALVP G MGD [WJGLQAR 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALP G MGDSH GLQAR 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALVP G MGD HVGLQAR 218
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ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1
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