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NTDB id 54732 LEPTO7376 RS20625 WP 015135979.1 MAKAKTVHVCRECGAEARQWFGKCPSCGVYGSLQEEIREKATSSGVNRSWHNKPSASKRKSATPKPRVALKFNQIDTSQQ 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAAFSHSV.......Q...TVQKPSPITSIETSEE 70
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.............KTKPMKLAEVTSINV 67
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.............KTKPMKLAEVTSINV 67
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.............KTKPMKLAEVTSINV 67
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.............KTKPMKLAEVTSINV 67
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.............KTKPMKLAEVTSINV 67
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGE.............KTKPMKLAEVTSINV 67
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NTDB id 54732 LEPTO7376 RS20625 WP 015135979.1 LRFGSGYGELDRVLGGGIVPGSLVLIGGDPGIGKSTLLLQVAYQLSENLPRILYVSAEESGQQIKLRGDRLKSAEDNPEE 160
NTDB id 125 BSU 00870 NP 387968.1 PRVKTQLGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGIN....NP 146
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DS 142
NTDB id 238 SPD RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DS 142
NTDB id 204 SPR RS00140 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DS 142
NTDB id 169 SP RS00155 WP 074017595.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DS 142
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DS 142
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGDI....DS 142
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NTDB id 54732 LEPTO7376 RS20625 WP 015135979.1 NLYILTETGLETILSELETLRPQVAVIDSIQTLYYSSLSSAPGSVSQVRECTSALMQVAKRENITLFIVGHVTKEGAIAG 240
NTDB id 125 BSU 00870 NP 387968.1 SLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFIVGHVTKEGSIAG 226
NTDB id 279 KZH43 RS00140 WP 074017595.1 EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAG 222
NTDB id 238 SPD RS00140 WP 074017595.1 EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAG 222
NTDB id 204 SPR RS00140 WP 074017595.1 EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAG 222
NTDB id 169 SP RS00155 WP 074017595.1 EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAG 222
NTDB id 509 SM12261 RS00130 WP 078228442.1 EFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAG 222
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAG 222
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NTDB id 54732 LEPTO7376 RS20625 WP 015135979.1 PRVLEHLVDTVLYFEGDRYASHRLLRSVKNRFGATHEVGIFEMCEQGLEEVLNPSALFLGNREEETPGTATVVACEGTRP 320
NTDB id 125 BSU 00870 NP 387968.1 PRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAGSSITASMEGTRP 306
NTDB id 279 KZH43 RS00140 WP 074017595.1 PRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRP 302
NTDB id 238 SPD RS00140 WP 074017595.1 PRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRP 302
NTDB id 204 SPR RS00140 WP 074017595.1 PRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRP 302
NTDB id 169 SP RS00155 WP 074017595.1 PRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRP 302
NTDB id 509 SM12261 RS00130 WP 078228442.1 PRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRP 302
NTDB id 537 SMSK321 RS07120 WP 080550752.1 PRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRP 302
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NTDB id 54732 LEPTO7376 RS20625 WP 015135979.1 LLVELQALVSPTSYSSPRRSTTGVDYSRLQQILAVLEKRVGIPLSKLDAYVAAAGGLTVSEPAVDLGMAVALVASFRDRM 400
NTDB id 125 BSU 00870 NP 387968.1 ILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAIVISIASSFRDTP 386
NTDB id 279 KZH43 RS00140 WP 074017595.1 ILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 238 SPD RS00140 WP 074017595.1 ILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 204 SPR RS00140 WP 074017595.1 ILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 169 SP RS00155 WP 074017595.1 ILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 509 SM12261 RS00130 WP 078228442.1 ILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
NTDB id 537 SMSK321 RS07120 WP 080550752.1 ILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKP 382
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NTDB id 54732 LEPTO7376 RS20625 WP 015135979.1 VDPKTILVGEVGLGGQVRPVSHLETRLKEAKKLGFTRAIIPKGQKLSE.ENLGIDLVPVGRVLDAIVAALPTASKQN 476
NTDB id 125 BSU 00870 NP 387968.1 PNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPKGIEVIGVANVAEALRTSLGG..... 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 238 SPD RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 204 SPR RS00140 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 169 SP RS00155 WP 074017595.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPKEIQVIGVTTIQEVLKKVFA...... 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPMEIQVIGVTTIQEVLKKVFA...... 453
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