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NTDB id 54731 LEPTO7376 RS19530 WP 015135789.1 MLDFLKNILKPKNNGIGIEISAERLNIVQLKKQGQIYKLVNCISEEIPEGIFEEGKIVDSPALAELIQDTLAAHNITTKK 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! * *! !*!*!!**!!*!* !! !!! !!! * * !!!!!!!!!!!!!!!!!!!*!!* ! * ! !!

logo VAATAVPMREAI IRLMI
LP I

VPAELDDEANELRDMVLNHEAAGLYLPYPREEVDLDYQKLGFLFEQDEDGIDEKVQVLLVATRQREVTDSY
NTDB id 54731 LEPTO7376 RS19530 WP 015135789.1 VAAAVPMREAIIRLIPIPAELDDAELRDMVLNHEAGLYLPYPREEVDLDYQKLGFFQDEDGIDKVQVLLVATRQEVTDSY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !! !!!!!!!!!!**!*!!!!!* !!!!!!!!!!!*!!!!!!!!!!!!!!!!!! ! !!!!!*!!!!!!!!!! !!!!!!
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L
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VDVLE INSFASL IRTIREQLRQFGSSQREAAVVLVDI
VEFDCSTE IA I IVVDGVPQFSRTVP IGTFYQLMQNSALSRAMN

NTDB id 54731 LEPTO7376 RS19530 WP 015135789.1 YDTFYQAGLQIDVLEINSFSLIRTIREQLRQFSSQEAVVLVDVEFDCTEIAIVVDGVPQFSRTVPIGTFQLQSALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus !!! !!!!!*!!!!!!!! !!!!!!!!!!!! ! !! !!!!*!!!*!!!!!*!!!!!!!!!!!!!!!*!*! !!!!!!!

logo LPAPSRNI
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LLQGMTIPNVTPQFVDEGTMVRSTGQAGTAGI
VNPGMANALLMRVLMGELATDELRRS IDNFYLNQSAEELELVAVQLLLAGPGGGI
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NTDB id 54731 LEPTO7376 RS19530 WP 015135789.1 LPASRNIELLQGMTIPNTPVEGVRTGATGINPGMAALLRVLGELADELRRSIDFYLNQSAELEVAQLLLAGPGGGIGQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!!!*!*!!!!!!! !* * * ! *!**!!!! !!*!!*!!! !!!!!!! !!!!!! !!!* !!!!!!!!!!* !!!
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NTDB id 54731 LEPTO7376 RS19530 WP 015135789.1 EFFTQRLSIPTLQIDPFDALSIETEDDIPQVQKPSLGTALGLGLREV 367
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!!!!* !!!!*!! !*!* * * *!!!*! !!!!*!!
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