logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO7376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

KEILKTLTEA TLFPEDSYSEQDAEFLEIFIEEIEEIFVDLQHL INK QSENIATLTEI RRHFHTLKGSGR VT CAKSSA

ELA VEDTLNRVINQSLQLTHT IQSYVQLVFKFYFLKLVDNFKQKRAHTLDFRIPL I LLOCQQRLAQLAQSLEFPALEELLQLS

HTLVAETV LELDY | EQDSLAEF I IQATHTEIEINLDETLTLF EEAEEHLAT | HQFLDQELHQYDSYNAL | RALHTLR

SSA AQVET | FEASTKVEHLFKI LLQREELSSHSEE I LLLQREYREFVRDSLELLSRYSSSEQLEARLLQFNQSWDAYVEQR

N N
NN o ®
coooooo coodoooo cocoodooco

w
N
[eNeoloNoNoNoNeo



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

HCDRTDH L SHOLVSQLLQLDVSELLDAELDFEKC I RNEFFDYLERLSEQADLLLQHTHSQA LECLHEYTSQLKESYEV

LLDKFPALLQSDY | FE | YQKAHQQL | QFLFDALAACQRVOVVKQHQS | LEELKLY TQY DI SNDLPQQDSTSFEP I YN 1 P2

EP VAV ATVENFSDSADWAVL CQSVQADRAY | SSTQVNRNFDADL LD | FLEEAEEL LECTRORENVWeERENERAELRL

DN . PAQAFENWFEEEEGDDAFTSLI
EPEVVATVENFSDSADWAVLGQSVQQDRQYISSTQVNRNFDADLLDIFLEEAEELLEGIDTDLNIWVGEQENFAALNNLM

RYEHTLK ANVNVQATYLCL ITAHELES | YERL | QKQLVWWTSDL IDF | RLVQDDLADRLQ 1 REQRLDYAAFPYT | NALKRA

S
o
[eNoNoNoNoNoNe)

S
[e0]
QO OOWOO

28
560



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

ETNSGIEELDFGDLFEGEPTVIQGEGFGS. ... ... i PSSGEEDPPVRMTLDFNSPEAELD
GONSNFQPLPVVEAFDAESEVFSEQKVISEIIIDEIPVELEPALAELETHHDQVFDTAVTELATPVEMITTVTSQENEVA

ANE@D | EAWERT FIBERAET TR REFEEREWEERBLNREAD LAS | PETNAPAYQTACC LDDNGLAELGDL LoVeDVE

........... ALFTDEDAPTTAIDPFESSSWLEIDQMMEADPLASIPETNAPAYQTAGGLDDNDLAELQDLLGVGDVEP
ANEQDIEAVVEQTFLEEATELLEMAESLLKQWFEQRTNR. ... .. S 0

KPIRRAVHS EXCRRRVYE L ENMS K AR L ENAFEQFATEEENSY | NRAVLEERERY L kDA | ENHNYSEEELLFBITRRNRS

FartenrtB8rPYsitBReDEFRELER L LE@ADSs YTk | REGSCIRRIPARE AWeBRLYRERSMYE T RVEABR BN FRL T

FATISHPFRLPVAMEEDEDEFKDLEALLEQADSSLGGGIAGMGGARLPARP. . .RQVKSRSFEQTMRVPIKQLDNLSNLI
F..FETTIQIPTKLTRA.DLFSS.EP........ VMTFIQGDGTEPPPMMGAWEQTERLDQNNEMIRVSADLIEKMIDLS

84
720

153
762

214
842

291
910



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO7376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

rZ
(N
pv4
)
0
o)
-
m
Q
o7
m I
LY.
L4
b
X
T
—
K
14
r
m
rZ
>0
>_
o
o)
=
%5
X
2
)
mo
0
.
~
m
m_
o_
-
-
m
>
-
r
>
0
Py
0
_‘
4
0
by
I
I
0
0
PN
3
V)
>
Py
>_
2
m N

GELVVKRNRLEQDQERLRQFLDNLLNQAQNLSDVGGRMQDLYERTLLEGALLASRSTNSRHHSSKTTYPDARITASSSST
GENSINRSRIEMDLSQFSHTLVEMELAIQRLADQLRRMEGELETQI. ... ... .. TAKHGIEH

SRLEEDKLE  DRY L s ENRLSREVAEE AYBYMEERS LSSk YBE [ BaY ARLERBYLARYQEC TRIR VPFIrr x5RL=R

MNDQPLDALEMDRFTGFHLLSQEMIELIVRVRESASDIQYLVDETDQVARTLRQVTTQLQEGMTKSRMVPFTQTADRLPR
SRYTDFDPLEMDQYSSLNQLSKSLAESASDLVDFKNTLSDKIRDTESLLLQQSRIQAEIQEGLMRTRLVPFSRLLPRLQR

ATREVSMKLNKKVNLEVEGGDVLIDKMILEHLYNPMTHLVNNAITHGIETPAERQKLGKSPEGHLAVRAFLQGNQTLITV
IVRQTSTALNRPAELFVNNTEGELDRNILERLVTPLEHMLRNAIDHGLEDRAQRQQANKPETGRIELNIQRQGTDVVVVF

SDDGRG | MYERVBQKAY EXGL | 2R QL eQaBYYSLr FHACES TRBLX 3R CREVELDVWERZ S s RERYRYESYY

SDDGAGINTEMVKQKAVEKGLISRMEAQSLSQSEVYDLLFHAGFSTKDTADDFAGRGVGLDVVRTSLIDIRGAINIESTV
SDDGQGIDVEKVRQKALLAGLIKP. .EQDLEQQDILQLIFHPGLSTAEQVTQISGRGVGLDVVQSDIKSLGGHVSVESVY

371
964

451
1044

531
1124

611
1202



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPT07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

413 AAK55817.1 141..845( )

374 SMU RS06885 WP 002262930.1

1419 SGL RS12550 WP 010873252.1

1046 HON27 RS03130 WP 168726941.1

1047 HON27 RS03110 WP 000389061.1
54725 LEPTO07376 RS13010 WP 015134635.1
1417 SGL RS04200 WP 014407071.1

consensus

RETTFTIRYPITYRYSBAL VERYRBRELA LD RRYERTREYE PRarvasrEs Qe veYeRear L LKRYPLESL EeNR

GKGTTFTIRLPLTLSICKALCCLSDRARIAFPMDGVEDTRDYLPKDIVTD.EDGQKCVKYGKEALLLPLYPLKDLLNYNR 690
GQGTTFTIRVPTTVAVSDALMVKVADQQFAIPLAQIDRIIRVSPASLEQYFESPQELFEYEN. .. .. KRYPLRYLSEFVG 1277

QLSRGSVYGGKQEEDVVRVIIARGSSGNLLALQIDQVLGEE.EIVIKQIEGPIPKPPGIAGATVRGDGSIMPIADVLELT 769
NQPIPRLNG...VMYSLPVLMIKANNGQTVALLVDQLIGSRAQIVVKPIGQQFSSIGATAGATILGDGQVCLILDGQNIA 1354

Wl e b s

kokok ook Dok kokokkok *x x  lokxoox

oLl B el sV LS R Mwﬁmﬁuwﬁ

RKISNVP MLS KPNJEED |t E GADY TKPF |l 126

I3 GADIY TKPF |3 R| KAHLRRTENIESAV 126

NG GANEY[JTKP DAANR IANGEVLLPGST 928

SR T Gl2K HIHERMF SIEV S QPAIGISRANEE NpDA|REVAFESEVKS. 1506

........ 127

IST  RIIZKINON VPV ‘M®S SKIQAEEFDRMAUG  INGADEY EAKPE[MFAEL | gNT K{NL L R S, 121
INIVP VINMESSKGAEFDRIAYG  ANGADEYY FAKPF[OIQVIEL ' gNT K[NL L R ]\ [ 121

LDI MPR G EV[e BRIT KIN¥K
ko bsksksk | okokok | *

[IE3 * % % * %k kk ok Dkx 1k



logo
seENs Skl L RLe L DAY VAKKE G LEvsL THREFEL LxHUA:HISQV TREHL LE TVIXDYF e r aroeaoa

NTDB id 413 AAK55817.1 141..845( ) Q.EADSKPQ.PIQIGDLEIVPDAYVAKKYGEELDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFG.......... 194
NTDB id 374 SMU RS06885 WP 002262930.1 AEENASGIP.EITIGDLQILPDAFVAKKRGTEVELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFG.......... 195
NTDB id 1419 SGL RS12550 WP 010873252.1 RKTNSILSRFKKARGNFSEEAPTIVRSNPGTL..... R..... STVLIIDDSVMVREMLSMTFKKADYHTETARDGQDAW 998
NTDB id 1046 HON27 RSO3130 WP 16887269041 . 1 i e e e e e e e e e e e e e e e e e e e e e s s e e s s e e e s s s e e s e e 1506
NTDB id 1047 HON27 RSO3110 WP 00038006 L. 1 et e e e e e e e e e e e e e e e e e e e s s e e e e s s s e e e s s e e e s s e e e 127
NTDB id 54725 LEPTO7376 RS13010 WP 01513468380 . 1 . . i ittt e e e e e e e e e e e e e e e e e e e e e e e e e s s e e e e s e e e e s e e s s s s e 121
NTDB id 1417 SGL RSO04200 WP 01440707 L. 1 e e e e e e e e e e e e e e e e e e e e e e 121
consensus

<0
logo

ercirsot e DYRIVDYLY, o RRLREK|ERLVSRor PEXI L [ crencm or aneRRAYCYYUKEY e et eacar
NTDB id 413 AAKS55817.1 141..845(C ) ... . ... DVRTVDVTV..... RRLREKIEDTPSR...PEYILT............. RRGVGYYMRNNA*......... 234
NTDB id 374 SMU RS06885 WP 002262930.1 . ........ DVRTVDVTV..... RRLREKIEDTPSR...PEYILT............. RRGVGYYMKSYD.......... 235
NTDB id 1419 SGL RS12550 WP 010873252.1 EKLKSGLPCDLILCDIEMPRMNGLELLERIQEDPNLSRIPVAMITSRGAQKMQRMAAEKGAKGYFVKPYIEETLLEASQR 1078
NTDB id 1046 HON27 RSO3130 WP 16887269041 . 1 e e e e e e e e e e e e e e e e e e e e e e e e e s s e e e e s s e e s e s e e 1506
NTDB id 1047 HON27 RSO3110 WP 00038006 L . 1 e e e e e e e e e e e e e e e e e s e e e e e s s e e s s e e s e e e e 127
NTDB id 54725 LEPTO7376 RS13010 WP 0151346835 . 1 . i i ittt et e e e e e e e e e e e e e e e e e e e e e s e e e e e s s s s s s e e e e e s s s e s s s e 121
NTDB id 1417 SGL RS04200 WP 01440707 L. L e e e e e e e e e e e e e e e e e e e e e e e e 121
consensus
logo
LI RCEVLLDLAALSADE

NTDB id 413 AAK55817.1 141..845(C ) 234
NTDB id 374 SMU RS06885 WP 002262930.1 . i iiie e 235
NTDB id 1419 SGL RS12550 WP 010873252.1 LIRGEVLLDLAALSADE 1095
NTDB id 1046 HON27 RS03130 WP 168726941.1 . ... ... 1506
NTDB id 1047 HON27 RS03110 WP 000389061.1 .. .. . e 127
NTDB id 54725 LEPTO07376 RS13010 WP 015134635.1 .. .... .. ... 121
NTDB id 1417 SGL RS04200 WP 014407071.1 i i iii e 121
consensus

non conserved
similar
>50% conserved

[><]JES



