
logo MTSYSSPSQSKRKRSRTALVATLTRNTEYFSPFGNTKLVAQAGGHYVDNASDEQLMRQALVEQSVKRKSTGRTPSLPTEEMLEKAS IVTGREQLSPELLRQYKKNQQLFELK
NTDB id 54706 CAL7507 RS08845 WP 015128123.1 MTYSSPQRRSTALTTRTEFSPFGTKLVQAGYVNSDQMRQALVESRKSGTPLTEMLESITGRQLSPELLRQYKKQQLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !! !!* **! !* ! !!!!! !!! *!*! *!*!!!!! *!*! *!*! ! *!!! !!!!!!!!!!!*!!!!!!
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TCRRFHKRFLLVPLASKQHQEDGQDTPPCSVLVAMVDPDNLAEAQSDDELNR I LRPVKQGFLAELQR
NTDB id 54706 CAL7507 RS08845 WP 015128123.1 ILYGVESLDPEVNQLGNAMVGQLIETLIPVDICRRHRLVPLSKHEDQTPPCVLVAMVDPDNLEASDDLNRILRPQGLALQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!*!*!!!! *** ** !! !*! !!!** *!! *!* !!*!!!!!!!!!!! ! !*!!!!!!* ! !

logo RLMVI
VTQDEDFYNQQL ILENQYLYADEIQRAEEVKWEAAQEKHKLRDQEKRAFLDTDKI
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N
L
VGNS ILDLMENDLAGEPDDKEMDEAVDLNAGALADMSKNDGAENDQAPVINLVNKR

NTDB id 54706 CAL7507 RS08845 WP 015128123.1 RMVITQEDYQQLINQYLDEQAVK...QKHLDQEK.FTDINQDLENLGNLDLEDAPDDMEADLGAAMKGAEDAPVINLVNR 236
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
consensus !*!*!!*!**!!* !! ***! * !!!** *! * *! *!* **! * ! * ! !!!!!!!!*

logo I LAKALHQEGKTVSDIHI
VEPQEENTLR IRFRKDGVLNREQAFDPLPKRKI ITAPAVTVARFKI IMADSLMDIAERRLSPQDGKR IRR I
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NTDB id 54706 CAL7507 RS08845 WP 015128123.1 ILAKALHEKVSDIHIEPQEENLRIRFRKDGVLREAFDPLPKKIIAAVTARFKIIASLDIAERRLPQDGRIRRMFEGRKVD 316
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
consensus !!!!!!*! !!!!*!!!!! !!!!!!!!!!! !!!!!!*!! *!! !!!!!*! *!!!!!! !!!!*!!!** !!!!!

logo FRVNTLPSRYGEKVCVLR I LDNSASTQLGLDNFKL ITDNPETLHQI
TVQRDELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLAEKRNDSPEGI

VNI
NTDB id 54706 CAL7507 RS08845 WP 015128123.1 FRVNTLPSRYGEKVVLRILDNSSTQLGLNKLITDPETLHIVQDMVSRPFGLILVTGPTGSGKTTSLYSALAEKNDPGINI 396
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!*!!!!!!! !!!!! !!! !!!!* ! ** !!*!!*!!!!!!!!!!*!*!!! !!!*! ! *!!
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STAVEDP I EYASLPGITQVQVIREKGLMDFASNTAI LRAFLMRQDPDVI

LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA
NTDB id 54706 CAL7507 RS08845 WP 015128123.1 STVEDPIEYSLPGITQVQVIREKGLDFATALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 476
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
consensus ! !!!!!! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo RLDGEMGI
VEPFMI

VSGSSL ILGVLAQRLMVRKRVCSTDECR IAYHTPSTKVEELASRFYGLSASGQDEVGVVTFYKANSLSTPTDEEGI
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NTDB id 54706 CAL7507 RS08845 WP 015128123.1 RLGEMGIEPFMISSSLIGVLAQRLVRRVCSDCRIAYTPTVEELARYGLSASQDVGVTFYKANSLTTEGVAEAKAKNQLCP 556
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
consensus !! !!!*!!!!*! !!*!!!!!!!*!*!!**!!!!!*!* !!! !*!!!!! ! !!!!!!!!!*** ** !* ! *!!*
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KTLLAYSLDNLVQREQGAYTTLEEVERVTFTDTGLEASELM
NTDB id 54706 CAL7507 RS08845 WP 015128123.1 TCNGVGYKGRCGVYEVMRVTENLQTLINEDAPTERIKEVAVEEGMKTLLAYSLDLVRQGATTLEEVERVTFTDTGLEAEL 636
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
consensus ! ! !!!!!*!!!!!!! *! * !!! !*!*!!!**!!!!!! !!!!!!! !! ! !!!!!!!!!!!!!!!!! !*

logo

K
RAKRKSAGLTCRTCANAETLQPQEWLDCPYCMTSRFQSD

NTDB id 54706 CAL7507 RS08845 WP 015128123.1 KAKRKSGLTCRTCNATLQPEWLDCPYCMTSRFQD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus *!!!!!*!!!!!! ! !!*!!!!!!!!!!!!! *
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