logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

54702 CAL7507 RS02240 WP 015126793.1

125
537
509
279
238
204
169

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

54702 CAL7507 RS02240 WP 015126793.1

125
537
509
279
238
204
169

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

54702 CAL7507 RS02240 WP 015126793.1

125
537
509
279
238
204
169

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

54702 CAL7507 RS02240 WP 015126793.1

125
537
509
279
238
204
169

consensus

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1

BSU 00870 NP 387968.1

SMSK321 RS07120 WP 080550752.1
SM12261 RS00130 WP 078228442.1
KZH43 RS00140 WP 074017595.1
SPD RS00140 WP 074017595.1

SPR RS00140 WP 074017595.1

SP RS00155 WP 074017595.1

HLARVT

I THRRREA AKARAS Py

SEQSSG VPTRGG.GNWQSTQTNGKS.A PAKARASLTFE[RN

A

MR 0 R 0 siirtbaenis L TE A

MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS..
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S|
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S
MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARV S

(RN Pkl ] [ ELE A B B B skok bk skook ok kKoK ok ok ok ok ko

RTTE AR L) TG SRR o,

)y PR [RYEEIM RVLGGG VPGS VLIGGDPGIGKSTLLLQVSIYYL QMg LY SGEES QQIKLRAFRLGUE P
SEEPV IREFNRVLGGGVVI§GSLVLIGGDPGIGKSTLLLQVSINQLSEER) VLY SGEESEIQWKLRA .
SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDE
SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDE
SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDEg
SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDEg
SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDE
SINVNRTKTEMEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDE
Kook ok ok ok |k ok ok ok ok ok | PRl bbb s bk sk D hse Db LoD sl | s

SEFV LA SVRER LS T 7 Sl SRARRV A

VTVVDDVKELVWVENPQE | APDTVGAD
VTVVDDVKELVVVENPQEIAPDTVG-L INYET

......................... SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAE
......................... SEFYLYAETNMQSVREEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAE
......................... SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAE
......................... SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAE|
......................... SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAE
......................... SEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAE

* %k * 11 * % k k kkkk |k ok ok [ B O [ R I O

AT T AR

T

159
145
141
141
141
141
141
141

239
200
196
196
196
196
196
196

319
280
276
276
276
276
276
276



logo

NTDB id 54702 CAL7507 RS02240 WP 015126793.1
NTDB id 125 BSU 00870 NP 387968.1

NTDB id 537 SMSK321 RS07120 WP 080550752.1
NTDB id 509 SM12261 RS00130 WP 078228442.1
NTDB id 279 KZH43 RS00140 WP 074017595.1
NTDB id 238 SPD RS00140 WP 074017595.1

NTDB id 204 SPR RS00140 WP 074017595.1

NTDB id 169 SP RS00155 WP 074017595.1
consensus

logo

NTDB id 54702 CAL7507 RS02240 WP 015126793.1
NTDB id 125 BSU 00870 NP 387968.1

NTDB id 537 SMSK321 RS07120 WP 080550752.1
NTDB id 509 SM12261 RS00130 WP 078228442.1
NTDB id 279 KZH43 RS00140 WP 074017595.1
NTDB id 238 SPD RS00140 WP 074017595.1

NTDB id 204 SPR RS00140 WP 074017595.1

NTDB id 169 SP RS00155 WP 074017595.1
consensus

logo

NTDB id 54702 CAL7507 RS02240 WP 015126793.1
NTDB id 125 BSU 00870 NP 387968.1

NTDB id 537 SMSK321 RS07120 WP 080550752.1
NTDB id 509 SM12261 RS00130 WP 078228442.1
NTDB id 279 KZH43 RS00140 WP 074017595.1
NTDB id 238 SPD RS00140 WP 074017595.1

NTDB id 204 SPR RS00140 WP 074017595.1

NTDB id 169 SP RS00155 WP 074017595.1
consensus

W1

TAA

dl

SUFLEROCAT 1T RGN EAgT TR LY L LROAAG

S
S

SQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSA
SQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSA

SQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSA
SQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSA
SQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSA
SQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSA

o N R R N N R RN NEEENEL N

DEADL Ao RCELLTEUORERARMML el e

ATATY 'S
GGVKLDEPAIDLA [fj IASS DHP|¥NPIl CF GE GLTGE RRVERIEQR JEAAKLGFI

GGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITIZPRIEL

d

Tk e Lok ok DD Dbk e Dk o ) x

VTSR

RRVABA HQEL TEDDLAFPDTDE

PUSKMIBAMIAAIPHQELTEDDLAPDTDE

508
458
453
453
453
453
453
453

X non conserved
B similar
>50% conserved

399
360
356
356
356
356
356
356

476
440
436
436
436
436
436
436



