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LE I
L
A
TPEQRVNVAQLRTKSQGRQGSLYKLDRKVFLGTHSAVPS IVPEGI FEIDEGKQIAVDPSPATLMAEQI IQEALLLSENSGKIKNATKSQR

NTDB id 54673 RIV7116 RS03325 WP 015116854.1 MVKGLSSLFGKSKSGVGIELAPQRVNVAQLRKQRQGLKLDVLTSVPVPEGIFIDGQIADPPTMAQIIQEALLESKIKASR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! *!!!!* !!!!*!* ! !!!!!!! ! ! !! * **!!!!! *! ! !*! *! !!!! ! ! !

logo VAVTAVPGMREAS I IVRLMI
LPVPAELDDEKNELRDEMVLNHEAAGLYLPYPREEAVDLVDYQKLGLYFEVDEDGI EKVQVLLVATRKRDEVTDSTY

NTDB id 54673 RIV7116 RS03325 WP 015116854.1 VVTAVPGRESIVRLIPVPAELDDKELREMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVQVLLVATRKDVTDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus ! !!!! !! !*!**!!!!!!!* !!!*!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!!!!**!!!*!

logo

I
L
D
STFEQQAGLQVDVLE INSSFASL IRTIRDEQLRQFGPSQREAAVLVDNI EFYDSTE IA I IVVDNGVPQFSRTVP IGTEYQMQANALSRAMN

NTDB id 54673 RIV7116 RS03325 WP 015116854.1 ISTFEQAGLQVDVLEISSFSLIRTIRDQLRQFGPQEAAVLVNIEYDSTEIAIVVNGVPQFSRTVPIGTEQMQAALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus * !! !!!!!!!!!!! !! !!!!!!*!!!!!!* !!!!!! !!*!!!!!!!*! !!!!!!!!!!!!! !!! !!!!!!!

logo LPPTSRDNMPE I
LLEQGMTIPAVSTQSFMDEGTGMKSTGQGVTAEVNPGMANALML

MRVLMGELTDELRRS IVDNFYLNQASEENLE I
L
A
VQI

LLLAGPSGGGL IQLD
NTDB id 54673 RIV7116 RS03325 WP 015116854.1 LPTSRDMELLEGMTIPASSMEGGKTGVTEVNPGMAAMLRVLGELTDELRRSVDFYLNQAENLEIAQILLAGSGGGLIQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! *!*! !!!!! * * ! ! !!!!! !**!!*!!!!!!!!!!* !!!!! ! !!* !*!!!!*!!!!!!!!

logo EFYFTQRLS ILPTTVKQIDPFVEQALAS ILDQTVDDEQDNFYPSDF IVEQRPGSLAGTVLGLGI
MREGAP

NTDB id 54673 RIV7116 RS03325 WP 015116854.1 EFFTQRLSLPTTQIDPVQALSLQVDDEDYPFVQRPGLGTVLGLGMRGAP 369
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTD.QNFSDIERPSLATVLGLGIREA. 367
consensus !*!!!!!!*!! !!! !! * !* ** * !! !*!!!!!!*! !*
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