
logo MTSYSSQSQSKRKRSRTALVASLVKRNSEYFSPFGNKLVAQGSGFHVDANESQLMKRQAL IVEQSVKRKSTGRPSL IPEEVI
L
E
K
A
S
I
V
A
TGREQLSPELLREQYKKNQQLFELK

NTDB id 54669 RIV7116 RS00630 WP 015116315.1 MTYSSQQRRSTALSVKSEFSPFGNKLVQSGFVDNSQMKQALIESRKSGRPLIEVIESIAGRQLSPELLREYKKQQLFELK 80
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
consensus !! !! **! !* ** !!!!!!!!! !*!! !**!!!* *!*!!*!*! * * !! !!!!!!! !!!*!!!!!!

logo

I
VLYGVDESLVDPEVASPQI

V
A
GTQTQSMVAGEGL I EGRTFLFVPLVDI

TCRRFHKRFL ILPLASKQHQEDEGDNPPSYI
VLVAMVDPDNLAEAQSDDELNR I LRPVKQGFESLQR

NTDB id 54669 RIV7116 RS00630 WP 015116315.1 ILYGVESLDPEVSQVGTTSVGGLIETLVPVDICRRHRLIPLSKHEDENPPYILVAMVDPDNLEASDDLNRILRPQGFSLQ 160
NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELR 159
consensus *!!!!*!*!!!! ***! ** !! !*! !!!** *!! *!* !! *!!!!!!!!!! ! !*!!!!!!* !! !

logo RLMVI
VTAQDEDFYNQQL ILENQFYLYADEIMRAEEVKWEQAKAHI
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V INLVNKR
NTDB id 54669 RIV7116 RS00630 WP 015116315.1 RMVITAEDYQQLINQFLDEMAVKQKHIEKQ....QFTDINQDLENLDNLDLEDAPEEAEADLGSAMKGAEDAPIINLVNR 236
NTDB id 1410 SGL RS13950 WP 010873519.1 RLVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNK 239
consensus !*!*! *!**!!* !* * !! **** *! * * *!* *** * ! * ! !!*!!!!!*

logo I LAKALHQEGTVSDIHI
VEPQEENTLR IRFRKDGVLNREQAFDPLPKRKITVPAI
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T
VARFKI IMADTLMDIAERRLSPQDGKR IRR I
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NTDB id 54669 RIV7116 RS00630 WP 015116315.1 ILAKALHEGVSDIHIEPQEENLRIRFRKDGVLREAFDPLPKKIVPAITARFKIIATLDIAERRLPQDGRIRRLFEGRKVD 316
NTDB id 1410 SGL RS13950 WP 010873519.1 ILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVD 319
consensus !!!!!!*!! !!!!*!!!!! !!!!!!!!!!! !!!!!!*!! !!* !!!!!*! *!!!!!! !!!!*!!!** !!!!!

logo FRVNTLPSRYGEKVCVLR I LDNSASTQLGLDFKL ITDNPTETLQI
TVQRELMAVASRPFYGL IMLVTGPTGSGKSTTSTLYSAVLAERNSPDE I

VNI
NTDB id 54669 RIV7116 RS00630 WP 015116315.1 FRVNTLPSRYGEKVVLRILDNSSTQLGLDKLITDTETLQIVQEMVSRPFGLILVTGPTGSGKTTSLYSALAERNSPDINI 396
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
consensus !!!!!!!!!!!!!!*!!!!!!! !!!!!! !!! *!!!! ! !* !!*!!*!!!!!!!!!!*!*!!! !!!!!!!**!!

logo

N
STAVEDP I

VEYASLPGITQVQVIREKGLMDFGSNTAI LRAFLMRQDPDVI
LLVGETRDKETAKTAI EAALTGHLVLTTLHTNDAAPGAIA

NTDB id 54669 RIV7116 RS00630 WP 015116315.1 STVEDPVEYSLPGITQVQVIREKGLDFGTALRAFLRQDPDVLLVGETRDKETAKTAIEAALTGHLVLTTLHTNDAPGAIA 476
NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
consensus ! !!!*!! !!!!!!!!!!!!!!*!! !!!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo RLDGEMGI
VEPSFMI

VSGSSL ILGVLAQRLMRKRVCSTECR IAEYHSPSTKSEQELSRFYGLSASGQDEAEDVVTFYKANSTLS IPDEEQAIHQELAKRAQKNGNNLCEQ
NTDB id 54669 RIV7116 RS00630 WP 015116315.1 RLGEMGIESFMISSSLIGVLAQRLMRRVCSECRIEYSPTSQELSRYGLSASQEADVTFYKANTLSIEQAQEAKANNNLCE 556
NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
consensus !! !!!*!*!!*! !!*!!!!!!!!!*!!*!!!! !*!* !!!!*!!!!! * !!!!!!!*!!** * !* !!!



logo KCNSGI
SGYKGRCVGVYEVMRI

N
S
TER IAQAEL INEQEGAPTTDELR IKDEACAVEEGMI

KTLLAYSLDNLVQREQGAYTTLEEVERVTFTDTGLEASELM
NTDB id 54669 RIV7116 RS00630 WP 015116315.1 KCNGIGYKGRCGVYEVMRITERIQALINEEAPTELIKEAAVEEGMKTLLAYSLDLVRQGATTLEEVERVTFTDTGLEAEL 636
NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
consensus !! ! !!!!!*!!!!!!! *!!! !!! !*!* !!**!!!!!! !!!!!!! !! ! !!!!!!!!!!!!!!!!! !*

logo

K
RAKRKSAGLTCRNTCAEAEQLQPQEWLDCPYCMTSRFQSD

NTDB id 54669 RIV7116 RS00630 WP 015116315.1 KAKRKSGLTCRNCEAQLQPEWLDCPYCMTSRFQD 670
NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
consensus *!!!!!*!!!! ! ! !!*!!!!!!!!!!!!! *
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