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NTDB id 54654 NOS7107 RS05645 WP 044499717.1 MVKSFNSLFGKSNKGVGIELASERVNIVQLRKMRQGLKLESLTSIPVPEGVVTDGQITDPPTMAQIIQQGLAESKIKASR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! !!!!* !!!*!* *!!!!* !! ! !! * **!!!* *! ! !*! *! !!! ! ! !

logo VATAGVPGMRDEAS I IVRLMI
LPVPAELDDEKNELRDMVLNHEAAGLYLPYPREEAVDLVDYQKLGLYFEVDEDGI EKVQVLLVATRKREVTDSTY

NTDB id 54654 NOS7107 RS05645 WP 044499717.1 VATGVPGRDSIVRLIPVPAELDDKELRDMVLNHEAGLYLPYPREEADVDYQKLGYFVDEDGIEKVQVLLVATRKEVTDTY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!*!! !* !*!**!!!!!!!* !!!!!!!!!!!*!!!!!!!!! !*!!!!!! ! !!!!!!!!!!!!!!!!*!!!!*!

logo LDSTFEQQAGLQI
VDVLE INSFAL IRTIREQLRQFGPSQREAAVLVDI EFDSTE IA I IVDNGVPQFSRTVP IGTYQMQENALASRAMNS

NTDB id 54654 NOS7107 RS05645 WP 044499717.1 LSTFEQAGLQIDVLEINSFALIRTIREQLRQFGPQEAAVLVDIEFDSTEIAIIVNGVPQFSRTVPIGTYQMQEALARAMS 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus ! !! !!!!!*!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !! !!!

logo LPPTSRDNMPE I
LLQEGMTIPAVTPQFMDGTGMQSTGQGVTAGI

VNPGMANALMMRVLMGELTDELRRS IDNFYLNQSEENLE I
L
A
VQL ILLAGPGGGL IQQLD

NTDB id 54654 NOS7107 RS05645 WP 044499717.1 LPTSRDMELLQEMTIPATPMDGGQTGVTGINPGMAAMMRVLGELTDELRRSIDFYLNQSENLEIAQLILAGPGGGLQQLD 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGLIQLD 320
consensus !!*!! *!*!! !!!! !* ! ! !**!!!! !*!!!*!!!!!!!!!!! !!!!!!! !!* !!*!!!!!!!! !!!

logo EFYFTQRLS ILPTTVKQIDPFVEGALAS ILDQTVDEQKNFYPSDTI
L
E
QRPSASLAI

TVLGLGI
MREAV

NTDB id 54654 NOS7107 RS05645 WP 044499717.1 EFFTQRLSLPTTQIDPVGALSLQVDEQKYPTLQRSALAIVLGLGMREV 368
NTDB id 1411 SGL RS10685 WP 010872897.1 EYFTQRLSIPTVKIDPFEALAIDTD.QNFSDIERPSLATVLGLGIREA 367
consensus !*!!!!!!*!! !!! !! * !*! ** * !* !! !!!!!*!!
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