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MNKW KGI\ VF GGFATINMTISL YHQKPKA LNNQPNLLNDDEVKYPLQDYTFTQNPQPTBITESSKDATIKALQEQLKA
MNKW KGN VF GGFATIWTISL YHQKPKAJJLNNQPRLLNDDEVKYPLQDYTFTQNPQPT TESSKDATIKALQEQLKA
PEU kbl kb bk b LEL LU kb bbbk b F bbbtk bbbttt
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KA KEMNSJSKEETFKIWPPID KTNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
ALKA KEMNMSKEETFKSPPID|ZSMNTTPPKKDFSLKQLDLLAARITPFKQSPKNYEENLIFP DNPKGIDGFTNLKE
] PUEL L0 b hskokok DDttt bttt

(TAINIARLONN

A LTRCANCCLTeL ERLLLSTLTL TSR AT ML )

RIITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRRYINKEGATNFFGDYLLMQL

RITITPHGINIMLTNAKGADIKGYNGLVGELIERNFQRYGVPLLLSTLTNGLLIGITSALNNRENKEGATNFFGDYLLMQL
Pttt r ettt rrr et et ottt

P RMRLARCK A ST PR A

MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLKRE 378
MRQSGMGINQVVNQILRDKSKIAPIVVIREGSRVFISPNTDIFFPIPRENEVIAEFLK 376
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X non conserved
B similar
> 50% conserved
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