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NTDB id 54441 ANA RS15715 WP 015081025.1 MTYSSPQRRSTALTTRTEFSPFVNKLVASGYVNNEQMKQAVIASRKSGKPLTEVLESITERKLSPEFVTEYKKQHLFELTILYGV 85
NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELKVLYGV 85
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NTDB id 54441 ANA RS15715 WP 015081025.1 ESLDPAIYEIDPTNVGNLIQTLIPIDICRRHQLIPLSRNDNQSPPYVLVAMVDPDNLDAYDDINRILRSQGLSFQRRVITQKDYQ 170
NTDB id 1410 SGL RS13950 WP 010873519.1 DSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQE.GDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRRLVVTQDDFN 169
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NTDB id 54441 ANA RS15715 WP 015081025.1 DIINKFLNEQAARQKT...LEQQKNYDVKGDLDNL.ETLDIDES.SDNDVDLDNAMKGADQAPIIKLVNRILLKALNEGVSDIHI 250
NTDB id 1410 SGL RS13950 WP 010873519.1 QLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKILAKALQEGTSDIHV 254
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logo EPQEETYLR IRFRKDGI
VLNREQAFDNPLMPKRKI ITPAVTVARFKI IMASDNLMDIAERRLSPQDGKR IRR I FYAQGRKVDFRVNTLPSRYGEKVCVLR I LD

NTDB id 54441 ANA RS15715 WP 015081025.1 EPQEEYLRIRFRKDGILREAFDNMPKKIIPAVTARFKIISNLDIAERRLPQDGRIRRIFAGRKVDFRVNTLPSRYGEKVVLRILD 335
NTDB id 1410 SGL RS13950 WP 010873519.1 EPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQGRKVDFRVNTLPSRYGEKVCLRILD 339
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logo NSTAGTQLGLDFKL ITDNPETLNQI
TVKRDELMAVASKRPFYGL IMLVTGPTGSGKSTTSTLYSAVLASEKRNDSPEGI

VNINSTAVEDP I EYASLPGITQVQVIREKGLM
NTDB id 54441 ANA RS15715 WP 015081025.1 NTGTQLGLDKLITDPETLNIVKDMVSKPFGLILVTGPTGSGKTTSLYSALSEKNDPGINISTVEDPIEYSLPGITQVQVIREKGL 420
NTDB id 1410 SGL RS13950 WP 010873519.1 NSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNINTAEDPIEYALPGITQVQVIREKGM 424
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logo DFSNTAI LRAFLMRQDPDVI
LLVGETRDKRETAKTAI EAALTGHLVLTTLHTNDAAPGAIARLDGEMGI
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VSGSSL ILGVLAQRLMVRCKVCST

NTDB id 54441 ANA RS15715 WP 015081025.1 DFSTALRAFLRQDPDVLLVGETRDRETAKTAIEAALTGHLVLTTLHTNDAPGAIARLGEMGIEPFKISSSLIGVLAQRLVRCVCS 505
NTDB id 1410 SGL RS13950 WP 010873519.1 DFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIARLDEMGVEPFMVSGSLLGVLAQRLMRKVCT 509
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NTDB id 54441 ANA RS15715 WP 015081025.1 ECRIAYTPTIEELARYGLSVSQEAQVTFYKANTIPPEEIAS...HKNLCQKCGGVGYNGRCGVYEVMRMTEELQTLINKEAPTKR 587
NTDB id 1410 SGL RS13950 WP 010873519.1 ECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQKCSGSGYKGRVGVYEVMRNSERIAELINQGATTDR 594
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logo IKDECVAVEEGMI
KTLLAYSLDNLVQREQGTYTTLEEVERVTFLTDDTGLEASELMKRAKRKSAGLTCLRTCASAGELQPQEWLDCPYCMTPSRFSTD

NTDB id 54441 ANA RS15715 WP 015081025.1 IKEVAVEEGMKTLLAYSLDLVRQGTTTLEEVERVTLTDDGLEAELKAKRKSGLTCLTCSGELQPEWLDCPYCMTPRFTD 666
NTDB id 1410 SGL RS13950 WP 010873519.1 IKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEMRAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS. 672
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