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MKSAWIRAAVIALAGLGAFALAGSFPEEPRFQAPVNLKVSESQVKAGQTLPLDVVLEALARSVGLQPL IYRAYDPSGDPATAQPP
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LPNVKLDFQGKPFREVWDLLFATYGNQYSLDYLFLPPDVVVVAPTQVITALVDAPSRTGAMERRPYIVGVPE IAYKRTETDAQGQ
NTDB id 54372 THEOS RS14250 WP 420802238.1 ..................................................................................... 0
NTDB id 1027 TT RS05145 WP 011173436.1 LPNVKLDFQGKPFREVWDLLFATYGNQYSLDYLFLPPDVVVVAPTQVITALVDAPSRTGAMERRPYIVGVPEIAYKRTETDAQGQ 170
consensus *************************************************************************************
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PRTVVNI EGAKAWVQNDLLPFLSREAAGLNVNWIVVEEGGRLKAVLSVLATPEQHARFSDI LQRAGIDFRPLPALAQPKPRVEKT
NTDB id 54372 THEOS RS14250 WP 420802238.1 ..................................................................................... 0
NTDB id 1027 TT RS05145 WP 011173436.1 PRTVVNIEGAKAWVQNDLLPFLSREAAGLNVNWIVVEEGGRLKAVLSVLATPEQHARFSDILQRAGIDFRPLPALAQPKPRVEKT 255
consensus *************************************************************************************
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YTLTYATFPDLLAFLQSRL
MPEGAQIGTPVLVPTDNPKQRAI

VVLATEAEDHAKRLASEGLLKQATADLVPKATVRRVYTLQNLTTFLAEAEAVGQERLKRAPLLESKDEL
NTDB id 54372 THEOS RS14250 WP 420802238.1 ..................MPGAQITPLPTDPKRAVVLATEADHAKLAGLLQAADLPKAVRRVYTLQNTTLEAVGERLRALLSKEL 67
NTDB id 1027 TT RS05145 WP 011173436.1 YTLTYATFPDLLAFLQSRLPEAQIGVVPTNPQRAIVLATEEDHARLSELLKTADVPKTVRRVYTLQNLTFAEAQERLKPLLEKDL 340
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NTDB id 54372 THEOS RS14250 WP 420802238.1 PAARLEAIPGNPKALLLEAPESDQALFAELLKAVDVAEAPPPPPQEATVRRLFPLRFADAEKVAPFLAREVPGVVVQTVPGQRIL 152
NTDB id 1027 TT RS05145 WP 011173436.1 KGARLESLPGNPKALLLEAPEAEHALFAEILKALDVPPQAPQAPQEATLRRLYPLHYANAEQVAPFLAREVPGIVVQTVPGQPLL 425
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logo SVRGTEAAQLKREVEASLLALQIDRAPPEQGPAPLVFQRATYQLSNAKAKVDELAAQVLQEALKAKRQTAGPQNQQAGQGQNQEQAPTAPTPRETATVVADEPRTNTL IV
NTDB id 54372 THEOS RS14250 WP 420802238.1 SVRGTEAALKEVEALLLQIDRAPEQGPALFQRTYQLSNAKAKDLAAVLQEALKAKTGPQ.AQGQEATATPTATVVADERTNTLIV 236
NTDB id 1027 TT RS05145 WP 011173436.1 SVRGTEAQLREVESLLAQIDRPPEQGPPVFQRAYQLSNAKAVELAQVLQEALKARQAQNQGQQNQAPPTREATVVADPRTNTLIV 510
consensus !!!!!!! !*!!! !! !!!!*!!!!!**!!! !!!!!!!! *!! !!!!!!!!* *****! * !**!* !!!!!!*!!!!!!!

logo TGTAQEDLALVEGL IPKRLDQAPVPQVNLRVR IQEVQSNFLSTRASLGLKWNSTIAGGNVAAS I LVDASGLSL I FDSTRSLAALNIMATLDALQ
NTDB id 54372 THEOS RS14250 WP 420802238.1 TGTAEDLALVEGLIPRLDQAVPQVNLRVRIQEVQSNFSRALGLKWNTIAGGNVAASIVDAGLSLIFDSTRSLAALNIMATLDALQ 321
NTDB id 1027 TT RS05145 WP 011173436.1 TGTQEDLALVEGLIPKLDQPVPQVNLRVRIQEVQSNLTRSLGLKWNSIAGGNVAASILDSGLSLIFDSTRSLAALNIMATLDALQ 595
consensus !!! !!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!! *! !!!!!!*!!!!!!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!
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NTDB id 54372 THEOS RS14250 WP 420802238.1 RQGLSRALRDVNQTVLNNQTARLQSGETFLIRRVVGDRVERVPFDIGIIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDR 406
NTDB id 1027 TT RS05145 WP 011173436.1 QQGLSRALRDVNQTVLNNQTARLQSGETFFIRRVVNDQVERVPFDVGLIVEVTPQITADGQILLNIKAEVSGNVQRNPVDGDVDR 680
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! ! !!!!!!!*!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FTKQVVTTTLRVKRDGEQTVVLGGLTSQENSNEQSTQVQGVPFLLMDIPL IGELFKQRTGNESTTDKRELLVVITADI
VLKEATASARNPP

NTDB id 54372 THEOS RS14250 WP 420802238.1 FTKQVVTTTLRVRDGQTVVLGGLTSQENNETVQGVPFLMDIPLIGELFKQRTGETTDRELLVVITADVLKETASRP. 482
NTDB id 1027 TT RS05145 WP 011173436.1 FTKQVVTTTLRVKDGETVVLGGLTSQESNQSQQGVPLLMDIPLIGELFKQRTNESTDKELLVVITADILKEAASANP 757
consensus !!!!!!!!!!!!*!! !!!!!!!!!!! ! * !!!! !!!!!!!!!!!!!!! !*!!*!!!!!!!!!*!!! !! **
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