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LLLAVALLLVGGVALWYVGLYLPAQGVAGEPAAAEAPPQTAPATPSTPTGQPVI EAPP IPPLATPSQSEEAKPT
NTDB id 54350 THEOS RS02175 WP 016328706.1 MKEPERGTPTTLARFLSGLRNLPQSTKILLVALLLVGGVALWYVGLYLPAQGGPAAAEPPQATPTPGPIEAPPIPPLTPSEEAKT 85
NTDB id 1026 TT RS05140 WP 011173435.1 .......MKNAWQRLKEAWANLPRSTKLLLAALLLVGGVALWYVGLYLPAQVAE....APTPAPSTQVIEAPPIPPLASQEEAKP 74
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VPERGEPAPVVVAPPPRVERVQRPTPQAPQALP
NTDB id 54350 THEOS RS02175 WP 016328706.1 EPQPQTQTQAPQAEPPKAEEPPRTVAPPRAVQATTPPPNPFVPLVVEAPAPPIQPQ.PVSPIPRGEPVVVAPPPRVEVRPQAPLP 169
NTDB id 1026 TT RS05140 WP 011173435.1 QAEAPAQEEAQ..APASSQEEAQAPPPAPVARAEPPPPNPFVPLVVETPPPPPASASRPTPVPEGPA........VRVQTPAQAP 149
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LPGTASGALPAPKI
VLSTPATALRSAVEPLTPAQALPREQETPRPVARPVAQAVPLTATLVEAPLPGQPQAEESKPGSAQEGVPAPETKPAPATPAKSTPLEARLVAEEKGLKR

NTDB id 54350 THEOS RS02175 WP 016328706.1 TPTTGRTPLPGTAGALPAPKVLTPTARVETPALPQERVAPQAPLTLVEAPLPQQASPSAQEGVPPTPAPAPKTPLEALVEEKGLK 254
NTDB id 1026 TT RS05140 WP 011173435.1 QAAPATRPIPGTSGALPAPKILSPALSAPLPQARETPPRVAVPTALVEAPLPGPEEKG......AEKAPTPASPLERLVAEKGLR 228
consensus * ** !*!!! !!!!!!!*!*! * ! * ** * ! !!!!!!! * * ******* *!! ! *!!! !! !!!!*

logo LSGTLLGPVSVAI LESKDEGYLVLVPAGSP IPGSTEAI
VVKRGQI

VEEGRSVTLALKEERTLMDNLSTLSVGQAGGEGGQ
NTDB id 54350 THEOS RS02175 WP 016328706.1 LSGTLLGPVSVAILESKDGYLVLPAGSPIPGSEAIVKGIEEGRVTLALKEERMDLTLSGGGE.. 316
NTDB id 1026 TT RS05140 WP 011173435.1 LSGTLLGPVSVAILESKEGYLVVPAGSPIPGTEAVVRQVEEGSVTLALKEETLNLSLVQAGGGQ 292
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