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NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNIVQYSTE.Q.LQLLGLTAKQLQAWSQVDK....EVDACLTWVAA 75
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .........MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEFCQYDKT.A.LKQMGWNERQIQRWFNPEHK...WIDQALQWAEQ 71
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDS...RSVAAIGGAKAAEEARAELNKAA 82
NTDB id 54347 THEOS RS01225 WP 016328522.1 .............MDPLALALLPGIGPKRLLELLLEEDP........LSALRARFP......QALPHLEGA..LARAEAERRRAE 56
NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAEDP........LGFLRERFP......EAWRHLPEA..EAQAERERRRAE 56
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 SSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCL.......PQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESL.......SLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1314 DR RS00625 WP 010886768.1 ERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSGLAR 167
NTDB id 54347 THEOS RS01225 WP 016328522.1 ALGVRILGLWEEAFPESLKALPQPPTHLYLKGSLE..........SPAVALVGTRKASPWALGFARRLARALAEAGAYVVSGLAR 131
NTDB id 1037 TT RS09535 WP 011174226.1 ALGVRLLGLWEEGFPEGLKALPQPPTHLYLKGELP........PEREAVALVGTRRASPWALAFARKLARELSEAGLWVVSGLAR 133
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLA.....GGKTIAVLGSGLEQVYPARHRGLAQRV.AENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANE.....NGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 1314 DR RS00625 WP 010886768.1 GVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRM.....VVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLVVE 247
NTDB id 54347 THEOS RS01225 WP 016328522.1 GIDREAHLGALEA.....GGRTLGVLGSALDRVYPPEHQSLAERV.....DLLSEFPFGTGAKAEFFPRRNRLIAGLAQAVIVVE 206
NTDB id 1037 TT RS09535 WP 011174226.1 GIDREAHLGALEA.....GGRTLGVLGSALDRVYPPENRPLAQRM.....DLLSEFPFGTGPKPEFFPRRNRLIAGLCRAVVVVE 208
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQ...SLDLFSA........ 306
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI....AWQRQSVHIQPSLFDTKPKQAVKS 309
NTDB id 1314 DR RS00625 WP 010886768.1 GERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTEL....NWGLAPAPAVP............. 315
NTDB id 54347 THEOS RS01225 WP 016328522.1 APLDSGALITARHALELGKEVLAVPGRPTDENSLGANRLIQDGAYPVLAPEDALSYL....GLKGRPK.D.P............. 272
NTDB id 1037 TT RS09535 WP 011174226.1 APLDSGALITARHALELGKEVLAVPGRPMDERSLGANRLIQDGAYPVLSAEDVLSYL....GMSARPK.PLP............. 275
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 ......PIDEEELPFPQLLANVG.NEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG 369
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EPKFAKNLPELTACQQQLFEQIS.LEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT... 375
NTDB id 1314 DR RS00625 WP 010886768.1 .........DLPPEQARVLRALQTP..ATLDDLAATTGLSIPELQTALVMLQLQGLAYEV.GGRWSR... 370
NTDB id 54347 THEOS RS01225 WP 016328522.1 .........GLPPEEQALYEALR.KGEALPEDLAQALGLSVGEVLGLLARLELKGLARALPGGRYGAG.. 330
NTDB id 1037 TT RS09535 WP 011174226.1 .........GLSPEEEALYALLQEKKEALPEALAMALGIPPERVLSLLTLLELKGLARALPGGRYGPG.. 334
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