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M@ IITF IF[§ V JYHEFGHF FAK SGILVREFAIGMGPKIF H\MN GT YT RILPLGGYVRMAGWG DISTEIKTG PAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS

e e T

LTLNPANGI®V RINLS[NS)Y DI¥T LPMNVT YDLEDIL ITGLVLIJETKTYJAVDH ATIVEEDGTE RIAPMDVQYQNASI[GRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI
LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI

IR0 Mo g

TNFAGPMNNFILG ' 'VFI LiJF QGG )gDIJS - N8| HV[IMGAALYY G | PRDIAT VY I N[EIKVISDWESLIYEA | [NESS TR RETYS
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL
TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL

o TRetceg] S sV oL e AL EEATAILATLACL TUFIRLLCAVA B Sl

KNANYJSS . GQTLK]N KPQK[NENYELG VAL KTGIRYDK BGG|H MAWRIGAIJATILRNTLKGLITINFSLNKLGGPVAM QMSRQA
SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS

L DL AL e e W L AV

NGLWYS LELM MLSINLGIFNLIPIPALDGGKI MNIIEAIRRKPLIYQEME YITLEGVA MVVLMIAVTWNDIMRAFF 419
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
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