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7 AL CR AT D A OGS A T

M FEKIEAY LLL NRJQW ENL TH YDA EQN JJYLGAEGARSJN W\ NMRYKL JNLBIL KEEWRR QFIFIKAMQ QLQ
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS

T 05 YLLE ko by T LTINS K10 EAUDLL DA A DSSue AR

NHQFTPD IGFI LYLLEMNL KpBL EIGSGTGNLA T NN SK|§ DY GIE DDLLIDLSASIA V DSSE\ F QEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR
NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSSVHFVQEDAVR

COLAEV SO0V A | ECOLKYLRRE AL FLARLL e A

PQ LKESDV ISDLPVG YPNDINTAIGRYISVA BINAHTYAHHLLMEQSLKYLKK GIJAIFLAPV LLTSEQS[LLKNWLgNe e
PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL
PQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL

W RS e s ks .0 s iaet ARRK R

A I LP TF[QgSNEAKSIVL[NKQ Dty E FVYP RIDLIGWAENR IFMENFKKWK DNV 317
AVISLPEATIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

K non conserved
B similar
>507% conserved
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