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NTDB id 1307 DR RS10055 WP 010888596.1 ..........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEK 70
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ..............MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQT 65
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ..............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIET 66
NTDB id 54077 STNY RS05295 WP 042358565.1 MPSWEPAVNSTATTIDFTSFLKLMAHQRASDLFITAGMPPAMKVNGKISPITQTPLTPQQSRDLVLNVMTPAQREEFEKT 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ..............MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTEN 66
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NTDB id 1307 DR RS10055 WP 010888596.1 RELDFSFALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMID 149
NTDB id 1177 A1552VC RS01165 WP 000422572.1 REANFAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTG 143
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQ 146
NTDB id 54077 STNY RS05295 WP 042358565.1 HECNFAIGLS.GVGRFRVSCFYQRNQVGMVLRRIETRIPTVEELSLPPIIKTLAMTKRGIILFVGATGTGKSTSLAAMIG 159
NTDB id 1203 PSJM300 01605 AFN76401.1 HECNFAISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIG 145
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NTDB id 1307 DR RS10055 WP 010888596.1 HINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVM 229
NTDB id 1177 A1552VC RS01165 WP 000422572.1 YRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCM 223
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVF 226
NTDB id 54077 STNY RS05295 WP 042358565.1 YRNQNSTGHIITIEDPIEFVHKHEGCIITQREVGIDTDSWEAALKNTLRQAPDVIMIGEVRTREGMDHAIAFAETGHLVL 239
NTDB id 1203 PSJM300 01605 AFN76401.1 YRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCL 225
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NTDB id 1307 DR RS10055 WP 010888596.1 GTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSV 309
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKAT 303
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKEL 306
NTDB id 54077 STNY RS05295 WP 042358565.1 CTLHANNANQAMDRIVNFFPEDRRNQLLMDLSLNLKGVVAQQLVPSPDGRSRKVAMEILLGTPLVQDYIRDGEIHKLKEV 319
NTDB id 1203 PSJM300 01605 AFN76401.1 ATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGL 305
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NTDB id 1307 DR RS10055 WP 010888596.1 MQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPA.APPVPAYNSASSSSTGRGGD 388
NTDB id 1177 A1552VC RS01165 WP 000422572.1 MARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGD.DYG...SGSLQNV....KIDME....... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 MARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEA.NKPLDNRERMSEM....ERKMTFDGQRRN 381
NTDB id 54077 STNY RS05295 WP 042358565.1 MKDSVQLGMKTFDQSLFELYQAGEISYEDALRYADSQNEVRLRIKLSQGG.DARTLSQG.LDGV....EISEIR...... 387
NTDB id 1203 PSJM300 01605 AFN76401.1 MKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSET.DGEHLTSV.SQGL....TLEMSDDDPGRS 379
consensus ! ** **!!*!*!**!* !* !*****! !** ********* ** ** ** * * * * **



logo

L
F
G
K
R

RGAAAPATPAAPAAGRSEPGRAGGFGRR
NTDB id 1307 DR RS10055 WP 010888596.1 FGRGAAAPATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .............................. 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LK............................ 383
NTDB id 54077 STNY RS05295 WP 042358565.1 .............................. 387
NTDB id 1203 PSJM300 01605 AFN76401.1 FR............................ 381
consensus

X non conserved

X similar

X ≥ 50% conserved


