
logo

MNEALMI LSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFS I SNFL IMIAVTMVNVNLFYPAEPLYF IALS IYLNRQNSLSLNI
NTDB id 54 SMU RS08705 WP 002262113.1 MNEALMILSNGLLTYLTVLFLLFLFSKVSNVTLSKKELTLFSISNFLIMIAVTMVNVNLFYPAEPLYFIALSIYLNRQNSLSLNI 85
NTDB id 541 H702 RS10470 WP 236726575.1 ..................................................................................... 0
NTDB id 543 H702 RS02375 WP 160172984.1 ..................................................................................... 0
consensus

logo

FYGLLPVASSDLFRRAI I FF I LDGTQGIVMGSS I ITTYMIEFAGIAL
M
S
YYLFVLSRSVWFLNI

VDIGSNRLVKSDQSLKTKHMI
K
E
V
K
PKI

R
F
L
I
N
I
P
I
MNI LTML

V
L
SY

NTDB id 54 SMU RS08705 WP 002262113.1 FYGLLPVASSDLFRRAIIFFILDGTQGIVMGSSIITTYMIEFAGIALSYLFLSVFNVDIGRLKDSLTKMKVKKRLIPMNITMLLY 170
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NTDB id 54 SMU RS08705 WP 002262113.1 YLLIQVLYVIESYNVIPTLKFRKFVVIVYLILFLILISFLSQYTKQKVQNEIMAQKEAQIRNITQYSQQIESLYKDIRSFRHDYL 255
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NTDB id 54 SMU RS08705 WP 002262113.1 NILTSLRLGIENKDLASIEKIYHQILEKTGHQLQDTRYNIGHLANIQNDAVKGILSAKILEAQNKKIAVNVEVSSKIQLPEMELL 340
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NTDB id 54 SMU RS08705 WP 002262113.1 DFITILSILCDNAIEAAFESLNPEIQLAFFKKNGSIVFIIQNSTKEKQIDVSKIFKENYSTKGSNRGIGLAKVNHILEHYPKTSL 425
NTDB id 541 H702 RS10470 WP 236726575.1 DYIRLLAILCDNAIEAALEAKKPAITIACFYQDDDYVLIVDNTTKEESVPVNLIYQKDYSSKGYGRGIGLTTIHQMMRKYSNLSV 216
NTDB id 543 H702 RS02375 WP 160172984.1 SYIRILSILFDNAIEGALESAEPKISVANFYQDGDFVFMIENSSKEKSVDLGKIFERGYSTRGENRGLGLATLMDFQDDYENLSV 294
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NTDB id 54 SMU RS08705 WP 002262113.1 QTSNHHHLFKQLLIIK........ 441
NTDB id 541 H702 RS10470 WP 236726575.1 QTNSKNYHFSQTIRIKNHSTKIVE 240
NTDB id 543 H702 RS02375 WP 160172984.1 ETHSSDYTFTQVVRIYEGDSR... 315
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