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ML EN TGGYMNIPVLK V FRV© ZGELVGLIGLNGAGKSTTINEIIG|JLISPY[NG I IDGLT p@ADPA YRJWKIG IPETPSL
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL
MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIPETPSL

EL A 1 oD pes OB oS KAV 1| A LE W DAL

YEELTLEAEH NTVEIMAY] DV|® [MSRA |§ LK FRLE\ KLDWFP|IFSKGMKQKVMIICAF SLFI DEPFLGLDPLAISD
YEELTLREHLETVLMAYGLDVTEGMYRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD
YEELTLREHLETVLMAYGLDVTEGMIMRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPFLGLDPLAISD

s G DR D s

LI WLIA®EK KGKSILMSTHVLDSAEKMCDRFVILHHGQVIJAQGTLEY L[MMEYFGDEISASLND I YIWAL TKIY 241
LIELLAEEKAKGK ILMSTHVLDSAEKMCDRFVILHHGQVLAQGTL ELRQTFGDISASLNDIYMQLTKGELS 243
LIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQ LAQGT ELRQTFGDESASLNDIYMQLTKGELS 243
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