logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

id 53964 GGS RS05320 WP 012766987.

id 363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

id 53964 GGS RS05320 WP 012766987.

id 363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

id 53964 GGS RS05320 WP 012766987.

id 363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

id 53964 GGS RS05320 WP 012766987.

id 363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id 259 KZH43 RS03480 WP 000491790.

id 218 SPD RS03780 WP 000491790.1
id 184 SPR RS03565 WP 000491790.1
id 148 SP RS03910 WP 000491790.1

id 53964 GGS RS05320 WP 012766987.

id 363 SMU RS05195 WP 002262215.1

consensus

o Ar0E Y UESVFTL BT Tl QY Essub N e S cuAneree LEs .

MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENARESESNR A
MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN AR A
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENASEESNR A
MEFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLEN ASSESNR A
. MN)ORHONE VIESH QN HIg FEE IR Ging V V)i es e SRR F GNRASIA]S SIM T SN A S Y ANR TMARI TR SFYFJAINVIKPLP

[MIBIRK L - K[he]) TESENNPITEA.|&Y. .. .. GD
sk Do Dokskoskok ookt bk Dok Dok DD D D sk s DD 1) 1 sk ok sk sk ok ok ok ok Kk ok ok ok ok kR okok ok | |k * %

DU 05 KGR Tol Sl BFLe ok e o SYSThey

AVA

sk Dok DD Dok |okokok

I vojouelsY REELRVILETIL

LNQ

DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|
DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|
DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|

DASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILMETNISSVSTNIKYAAYV|
BN S ANGE TIANE[FBARSNY QN FERRDS

ABFESIKSNG] THORENIK HN VN N VIJAJYS Sl YRR P K LIS
Kook ok ok ok ok ok kokokokok | D kok ) Kok ok K ok Kok Kok k| K K ok K K K K K K K K K

LTt I b DL AR AL RSP AR

LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLONRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM
LINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTPLAVLQNRLETLFRKPEATIM

VMFW S LAS YL SR P LESK KQEUFVENASHELRTPLAVLQNRLE LFRKPREETIJ®

S AS YLA [S[N) P LENN KQISSFVENASHELRTPLAVLQNRLE LFRKPEATI|®
s Lotk | Dsksie | Dokok Dok | Lo | Dok Dok Dok | Do | | e

€ DIVEQEAKN INERNTIAKYGITMT VK VRJNDF . YRS TH
Dok Dokokokokokok |k |1 1ok 1ok |k ok ok ok ok ok ok ok ok ok ok ok ok ok K * %

oo ootk ok Dotk D ook D ko Do D s D Dotk Dok Dok D Do Db LED DD LR R R EEE LT

DARIAEEIRL e oL ULARI): [ e stTHIVE DR TR UL T

DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT]
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT]
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT]
DVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRFENRIHRTIVTDQLLLKQLMT]

* | %ok ok ok

3 T O Y B B R |

........... N ENNE T *

0 e RO L

ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK
ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTROKGGFGLGLSLAKQIVDALKGTVTVK
ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK

ILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFGLGLSLAKQIVDALKGTVTVK

*kokkk | I EE

166
166
166
166
168
163

251
251
251
251
253
248

336
336
336
336
338
333

421
421
421
421
423
418



DT R s

NTDB id 259 KZH43 RS03480 WP 000491790.1 444
NTDB id 218 SPD RS03780 WP 000491790.1 444
NTDB id 184 SPR RS03565 WP 000491790.1 444
NTDB id 148 SP RS03910 WP 000491790.1 444
NTDB id 53964 GGS RS05320 WP 012766987.1 436
NTDB id 363 SMU RS05195 WP 002262215.1 435

consensus

X non conserved
B similar
>50Y% conserved



